The Indicators of Predicting Disease Outcome in HPV Carcinogenesis by Bleotu, Coralia & Anton, Gabriela
Selection of our books indexed in the Book Citation Index 
in Web of Science™ Core Collection (BKCI)
Interested in publishing with us? 
Contact book.department@intechopen.com
Numbers displayed above are based on latest data collected. 
For more information visit www.intechopen.com
Open access books available
Countries delivered to Contributors from top 500 universities
International  authors and editors




the world’s leading publisher of
Open Access books






The Indicators of Predicting  
Disease Outcome in HPV Carcinogenesis 
Coralia Bleotu1,2 and Gabriela Anton1 
1Stefan S. Nicolau Institute of Virology, Romanian Academy, Bucharest 
2Faculty of Biology, University of Bucharest, Bucharest 
Romania 
1. Introduction 
Cervical cancer is one of the most common cancers among women worldwide, currently 
ranked as the third cancer causing death for females (Ferlay et al., 2010). Since the screening 
programs have been implemented the incidence and mortality associated with cervical 
cancer have declined (Gustafsson et al., 1997) but in developing countries it still remains a 
cause of death in women.  
Although essential for the transformation of cervical epithelial cells, HPV is not sufficient, a 
number of other cofactors and molecular events being also incriminated (Woodman et al., 
2007). Cervical HPV infection is a sexually transmitted disease which occurs in women short 
time after beginning the sexual life. In young women, the disease is usually transient, its 
prevalence decreasing around 30 years (de Sanjosé et al., 2007). A second peak of infection is 
found in older women and is superposed to the peak of cervical cancer incidence (Anton et 
al., 2011). Near 40 of the more than 140 HPV types identified so far can infect the cervix 
(Bernard et al., 2010). Differences in carcinogenicity of cervix specific HPV types are 
partially related to the expression of the E6 and E7 oncogenes which, among other functions, 
interfere with tumour suppressor proteins p53 and pRb, respectively (Sinal et al., 2005). By 
these interactions viral oncogenes abrogate the mechanisms of cell-cycle control and 
apoptosis.  
As many studies sustain, in the absence of persistent infection the risk of cervical cancer is 
low (Schiffman et al., 2011). Persistent infection with high risk genotypes and the inability of 
the immune system to clear viral infection are the main factors contributing to tumors 
genesis. Thus, according to new concepts (Snijders et al, 2006), both the immune 
mechanisms of the host and the nature of infected cells are decisive for cervix lesions 
development. It takes 12-15 years before a hrHPV persistent infection may lead to cervical 
carcinoma, thus underlying the multistep process of cervical oncogenesis. Aberrant 
functions of tumour-suppressor genes as a result of their interaction with hrHPV viral 
genes, determine the genomic instability. These alterations cumulated with the action of 
various cofactors lead to progressive lesions and finally to cancer. The epithelial cells 
transformation is a 4 steps process, as proven by in vitro analysis: extended life span, 
immortalization, loss of anchorage and tumorigenic growth (Snijders et al, 2006). Each step 
is characterized by accumulation of (epi) genetic cell changes. 
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There is a continuing interest in the molecular mechanism of HPV oncogenic induction 
program, especially for clinicians who need new markers. Together with HPV DNA and 
PAP tests, these new markers may have additional value for risk assessment of cervical 
cancer and may reduce the number of biopsies. A major challenge for gynaecologists is to 
implement more markers in the routine practice, in order to have a better estimation of the 
risk a cervical lesion has to progress to cancer. Taking into account the contribution of 
oncogenic HPVs to malignant phenotype development by several interrelated mechanisms 
we evaluated the molecular markers (used in a variety of techniques) which might 
characterize different stages of HPV-associated epithelial lesions. The next step is to 
determine their suitability as "surrogate markers". In order to point host genes involvement, 
viral cell cycle has to be known. 
2. HPV life cycle 
All the HPV types infecting cervix are non-enveloped small sized viruses and have about 
8000-base pairs in their double-stranded circular DNA. Their genome has overlapped open 
reading frames, coding for eight proteins, divided into an early (genes E1-E7) and a late 
region (genes L1-L2). The early genes are expressed in the infected basal cells while the late 
proteins are synthesized only in well differentiated cells. The early proteins have regulatory 
functions, being involved in HPV genome replication and transcription, cell cycle, cell 
signalling and apoptosis control, immune modulation and structural modification of the 
infected cell (Molijn et al., 2005; Sinal & Woods, 2005).  
The replication cycle of HPV is tightly linked to differentiation of the epithelium it infects. 
For the initial infection to occur microlesions in the stratified epithelium are requested. 
Although some cell surface receptors have been mentioned, as heparin sulphate (Giroglou et 
al., 2001) and alpha-6 integrin, the controversy persists. It has been suggested that for a 
lesion to be maintained, the virus must infect an epithelial stem cell (Egawa, 2003). 
Following infection, in the basal cells of the epithelium, where low levels of viral early 
proteins (E1, E2, E5, E6 and E7) are observed, a low number of viral genome copies are 
maintained as episome. For viral DNA synthesis, beside E1 and E2 proteins that are 
necessary for viral replication, papilomaviruses use the host cell machinery. Viral 
transcription increases in differentiated cells while assembly of new virions occurs only in 
the squamous epithelia undergoing terminal differentiation. E4 is the first protein expressed 
late in infection and it may be accompanied by E5. The late proteins L1 and L2, are 
expressed in the granular layer of the epithelium and the assembled viruses are released 
from the fully differentiated cells. This pattern of gene expression is characteristic to 
productive infection and its pathological effect is specific for CIN 1 and some CIN 2 lesions. 
A deregulated E6 and E7 expression in proliferating cells and the interference of these viral 
oncogenes with tumour supressor genes p53 and pRB respectively, determine the cells to 
overcome senescence barrier and to develop a transformed phenotype (Fehrmann & 
Laimins, 2003). Recent studies have provided data on how different types of stimuli activate 
signalling pathways leading to senescence. It seems that these stimuli are funnelled through 
p53 and pRB (Narita et al., 2003) whose combined levels of activity determine the cells to 
enter senescence or to remain in a competent state for proliferation (Dirac & Bernards, 2003). 
Usually, the up-regulation of viral oncogenes expression is associated with viral genome 
integration into the host cell chromosome and with viral E2 gene disruption. Loss of the E2 
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leads to the uncontrolled expression of viral oncoproteins, which in turn leads to disruption 
of the normal cell cycle regulation and progres of HPV-associated cervical cancer (Hung et 
al., 2010). E6 and E7 oncoproteins are also required for the maintenance of the transformed 
status of infected cells (Longworth & Laimins, 2004). This pattern is characteristic for high 
grade CIN and carcinoma.  
In terms of HPV pathogenesis, depending on the HPV genotyope involved in the infections, 
there are three types of clinical manifestations: (a) productive infection, characterized by 
virions production and a strictly regulated expression of the viral genes at well defined sites. 
CIN 1 represents the histological manifestation of productive infections. (b) latent/inactive 
infection, rarely visible, without clinical signs (asymptomatic), characterized by 
maintenance of the viral genome in basal layers and early viral proteins expression at levels 
below those necessary to produce an effective immune response. Viral persistence may be 
the consequence of infection in case of immune system depletion and may result from 
silencing expression of viral gene through methylation (Kalantari et al., 2004). (c) abortive 
infection, as a precursor to cancer, is associated in particular with hrHPV genotypes which 
induce changes in virus-infected cells causing cancer. HPV-induced cancers often arise in 
sites which are non-optimal for productive infection. Low risk HPV types are only 
occasionally associated with mucosal cancers. 
3. Biomarkers – Indicators of the disease state 
According to Wentzensen and von Knebel Doeberitz (2007), there are several applications 
for the cancer biomarkers including: (1) early detection of cancers (identification of 
individuals prone to develop cancer at a time point that still allows for a successful curative 
intervention); (2) improved reproducibility of the histopathological diagnoses (allowing for 
risk assessment of detected lesions and stratify intermediate lesions); (3) surveillance of 
persons at risk (allowing for non-invasive monitoring or reduce invasive procedures); (4) 
post therapy monitoring (predicting the progression and monitoring recurrences after 
treatment).  
Approximately 80% of CIN1 lesions regress spontaneously (Follen and Richards-Kortum, 
2000) and usually are managed conservatively. On the other hand, CIN2 and CIN3 have a 
considerable risk of progression toward invasive cancer and are therefore usually treated by 
conization or other less invasive procedures. Anyway, despite its rather low rate of 
progression, CIN2 is frequently treated, fact that leads to contradictory discussions (Spitzer 
et al, 2006; Wright et al, 2003). In order to restrict treatment to CIN1/2 groups, there is a 
need for biomarkers that could discriminate between CIN1/2 with high risk of progression 
and those with high chance to regress spontaneously (Ozaki et al., 2011). Additional 
markers are also necessary to overcome diagnostic inaccuracies due to the existence of 
several CIN mimics, such as immature squamous metaplasia (Duggan et al, 2006; Geng et al, 
1999), or to heterogeneous distribution of dysplastic lesions that can result in over- and 
under-diagnosis.  
A hrHPV positive test without associated important cytological changes would always 
require monitoring. The risk of progression toward invasive cancer increases with the 
lesions’ grade (Ostor 1993), thus, biomarkers specifically associated with disease 
progression, allowing for a correct triage must improve the cervical cancer screening 
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programs and the early detection of people at risk. Therefore, in order to be useful, the 
biomarkers must meet the following criteria: (1) they must be differently expressed in 
normal and high-risk tissues; (2) they should be synthesised in a well defined stage of 
carcinogenesis; (3) both the marker and its assay must be acceptable sensitive, specific and 
accurate; (4) they should be easily measured; (5) they should be correlated with a decrease in 
the cancer incidence rate (Follen and Schottenfeld, 2001). The inherent variability in 
interpretation between individuals has led to wide ranges in diagnostic precision between 
practices, but the advent of immunohistochemistry and the more recent discovery of new 
genes and their functions have resulted in the identification of cellular proteins that are 
differently expressed in tumours (Nucci et al., 2003).  
3.1 Cell cycle regulation markers 
The loss of cell-cycle control by HPV oncoproteins directly or indirectly interacting with the 
host genes (Giannoudis et al., 2000) leads to accelerated proliferation mirrored by an 
increased number of cells expressing specific markers. Among cyclins and cyclin dependent 
kinases (CDKs) that governed cell cycle, p53, Rb and CDK inhibitors (p15, p16, p18, p19, 
p21, p27) play a special role by arresting the cell cycle until damaged DNA is completely 
repaired. Therefore, the cell cycle regulators may shed light on the understanding of HPV-
mediated cervical carcinogenesis (Conesa-Zamora et al., 2009).  
The roles played by cyclins and CDKs in distinct phases of the cell cycle, suggest that they 
could be used as markers for cell proliferation in cervical malignancy (Skomedal et al., 1999).  
The ability of HPV oncoproteins to disrupt growth regulatory proteins may have effects 
on the cyclin-dependent kinase inhibitors linked to the G1- and G2- checkpoints. As 
mentioned before, cell cycle deregulation in cervical carcinogenesis is by far linked to p53 
and pRb. The degradation of p53 tumour-suppressor gene by E6 may result in 
accumulation of damaged DNA. By contrast with other cancers where p53 appears to be 
down-regulated by point mutations, in cervical cancer p53 expression seems to be 
increased; the levels of p53 in high-grade SIL (HSIL) and cervical carcinoma is higher than 
in low-grade SIL (LSIL) and normal cervix. There are authors who reported higher p53 
expression in cervical biopsy specimens from patients without HPV infection or who 
where infected with low-risk HPV (Tsuda et al., 2003). Conflicting results on this topic 
have been published: some studies showed a significant correlation of p53 expression 
with CIN 3 or carcinoma compared with normal cervix or LSIL (Bahnassy et al., 2007) 
whereas others showed no significant association. These results suggest that the absence 
of p53 immunostaining might be due to the capacity of some hrHPVs to down-regulate in 
different extent the p53 expression, probably via E6-induced ubiquitination. Over-
expression of p53 does not seem to be related to HPV oncoprotein action, as some authors 
noted higher expression of p53 protein in early lesions. These data support the hypothesis 
of a partially protective role of the wild-type p53 in the early stages of cervical lesions 
(Vassallo et al., 2000) and is correlated with the observation that high levels of p53 
expression are detected mostly in low-grade SILs (LSILs) and lrHPV-associated lesions 
(Kurvinen et al., 1996). Thus, p53 might function as a molecular marker for the risk of the 
progression of HPV-associated SILs. Øvestad et al, (2011) reported that CIN2–3 lesions 
regressed if higher epithelial pRb and p53 levels were present. Therefore, they proposed 
p53 and pRB as biomarkers. One paper noted that in HPV-positive or –negative low CIN 
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or ASCUS, in the majority of cases, p53 was overexpressed in the basal cell layer, thus 
presenting a positive response to viral infection or to the lesion (Cenci et al., 2005). A 
paper reported that the majority of CIN showed absent to focal staining while most of the 
invasive carcinoma showed regional to diffuse staining. A greater expression of p53 in the 
malignant cervical neoplasms than in the pre-malignant cervical lesions was noted, 
suggesting that p53 overexpression is not an early phenomenon in cervical cancer (Tan et 
al., 2007). p53 control the G1 transition to S phase and its abrogation affect the expression 
of p16, p21 and p27 cyclin inhibitors. p21, p27 and p57 CDK inhibitors inhibit the 
cyclin/CDK2, CDK4 complexes and causes G1 arrest. The levels of these proteins are of 
prognostic significance in cervical oncogenesis. p27 might be inactivated early in 
carcinogenesis by E7 hrHPV and may precede tumor invasion (Zur Hausen, 1994).  
p16 is a tumor suppressor protein belonging to the family of INK4 cyclin-dependent-kinase 
inhibitors whose increased expression has been associated with HPV-infected dysplastic 
and neoplastic epithelium of the cervix. p16 expression is the result of negative feedback on 
functional inactivation of pRb by E7 HPV (Zur Hausen 1994). p16 protein normally acts like 
a negative regulator of cellular proliferation, but its inhibitory action is not efficient in the 
case of proliferating hrHPV infected cells (Dray et al., 2005). Most studies confirm p16 
overexpression in all HSIL lesions but also in some normal epithelium of cervix at both 
protein (von Knebel Doeberitz et al., 2002) and messenger levels (Bleotu et al., 2009). On the 
other hand, p16 is not expressed in cervicitis nor is in squamous metaplasic epithelium (in 
the absence of CIN stages) (Hu et al., 2005). Still, other studies proved that p16 high level 
was found in cervical glandular epithelium and also in metaplasic epithelium. Therefore 
immunohistochemical analysis of p16 is considered a powerful tool in the identification of 
HPV-mediated premalignant and malignant lesions of the uterine cervix. Cytoplasm 
predominant localization of p16 seems to be related to the increasing histological grade of 
cervical lesion (Horn et al., 2006). Yıldız et al. found strong and full thickness staining for 
p16 in the cervix epithelium in HSIL lesions and weak and basal/rare staining in LSIL. All 
hrHPV-positive cases were p16-positive, but no statistically significant relationship between 
HPV infection and the intensity and distribution of p16 was found (Yıldız et al., 2007). 
Depending on the positive cells distribution, there have been recognised four patterns of p16 
staining which correlate to the lesion’s grade (Kostopoulou et al., 2011). 
Cyclins such as cyclin D1 are subjected to molecular alterations that characterize cervical 
carcinoma. Cyclin D1 forms a complex with CDK4 or CDK6 to carry out the 
phosphorylation of pRb. The phosphorilation of pRb leads to the release of the 
transcriptional factor E2F which, in turn, induces the expression of proteins required for S 
phase. Since D type cyclins and E7 HPV possess similar binding regions for pRb and pRb 
related pocket proteins, inactivation of pRb either by the cyclin/CDK complexes in G1 or by 
interaction with the E7 hrHPV may result in a decreased expression of cyclin D1. There are 
controversial results on the role of cyclin D1 in cervical carcinogenesis and clinical outcome 
(Goia et al., 2010). Although some studies reported no correlation between the expression of 
D1 cyclin and dysplasia (Goia et al., 2010) some authors associated overexpression of cyclin 
D1 with a poor prognosis in cervical carcinoma (Bae et al., 2001). An increase in cyclin D1 
expression was observed from CIN 3 to invasive carcinoma as a consequence of the inability 
of overexpressed p16 to inactivate CDK4/6, the partner of cyclin D1. The authors suggested 
that the immunohistochemical expression of cyclin D1 might be a marker in cervical cancer 
progression only if restricted beyond to the lower third layer (Conesa-Zamora et al, 2009). 
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Moreover, cytoplasmic staining is more noticeable in the basal and parabasal layers, 
suggesting a recently acquired alteration related to a high-grade dysplasia and the 
progression of the disease (Baldin et al., 1993). A significant increase in the cytoplasmic 
staining associated with an increasing degree of dysplasia was reported by Carreras et al. 
(2007) due to the fact that the number of cells in the S phase increases in severe lesions. This 
finding gives support to the cytoplasmic expression of p16 in lesions of higher grade since 
p16 is the inhibitor partner of cyclin D1 and they often appear together (Zhao M., et al., 
2006). The relationship between cyclin D1 expression and an increasing degree of dysplasia 
was not as remarkable as that seen for p16 but was statistically significant. 
Cyclin B1 complexes solely CDK1 (cdc2) to form the mitosis-promoting factor, which 
regulates the G2–M transition and is the primary regulator of mitosis. p53 was shown to 
prevent the G2–M transition by decreasing cyclin B levels. Some authors reported 
significantly cyclin B1 expression in invasive cervical cancer than in normal cervical tissue 
(Zhao P., et al., 2006).  
Cyclin E is expressed and associated with CDK2 near the G1-S boundary. Cyclin E 
hyperexpression is related to pRB inactivation by E7HPV but can not be correlated with 
hrHPV types. Recent studies have shown that cyclin E antigen correlates with the presence 
of HPV in atypical squamous epithelial cells. The association is stronger in LSIL, thus 
recommending this potential biomarker as a useful tool in distinguishing between 
benign/reactive changes from preneoplastic squamous atypia (Weaver et al., 2000). Much 
more common in cervical lesions versus non-neoplastic epithelium, cyclin E sensitivity may 
hamper its use as a marker (Crum, 2000). Other authors consider cyclin E together with p16 
as the most sensitive tools for LSIL and HSIL detection respectively (Keating et al., 2001). In 
ThinPrep samples, cyclin E and p21 expression seems to correlate better with HSIL (Moore 
et al., 2005). The Cyclin E/CDK2 complex phosphorylates p27, tagging it for degradation, 
thus promoting expression of cyclin A with progression toward the S phase. A close 
association between hrHPV and cyclin A1 was noted (Goia et al, 2010). This could be 
explained by its complex up-regulation by both E7 and E6 oncoproteins, making cyclin A 
active in both S phase and late G2 phase of the cell cycle. Cyclin A1 might be a useful 
marker of cell proliferation most notably orchestrated by the capability of E7 to abrogate the 
inhibitory activity of p21CIP1/WAF1/SDI1 on CDK and proliferating cell nuclear antigen–
dependent DNA replication necessary for the G1-S transition (Erlandsson, F. et al, 2006). 
Studies on cyclin A as prognostic marker are limited.  
Immunohistochemistry investigation of several cell markers (cyclin D1, cyclin E, CDK4, p53, 
mdm-2, p21, p27, p16, Rb and Ki-67) revealed that aberrations involving p27, cyclin E, CDK4 
and p16 are early events in HPV 16 and 18-associated cervical carcinoma, whereas cyclin D1 
and p53 pathway abnormalities are considered late events. Therefore, the authors 
considered that immunohistochemical tests for p16 and cyclin E could be useful in early 
diagnosis of cervical carcinoma (Bahnassy et al., 2007). 
E7 HPV binds to and blocks the function of p21 and p27 in a p53-independent manner 
(Zehbe et al., 1999). Both p21 and p27 are involved in cell cycle arrest through binding to G1 
phase cyclin–CDK complexes. E7 hrHPV modulates the cytoplasmic localization of p27 and 
inhibits p21 function. Some studies showed that p21 immunoreactivity seems to be 
significantly correlated with high grade stage of cervical disease. The protein was reported 
to be significantly increased in CIN3 and in situ carcinoma. On the other hand, p27 was 
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reported to decrease from normal cases to carcinoma (Cheung et al., 2001). On the other 
hand, Huang et al. (2010) reported that p21 expression decreased in HPV 18 positive 
carcinomas. The fact that aberrant expression of p27, cyclin E and p16 are early events in 
carcinogenesis (while p21 occur late in cervical carcinogenesis) might be of interest for early 
diagnostic and for monitoring patients with cervical dysplasia (Bahnassy et al, 2007). No 
established relationship was found between p27 expression and cell proliferation in cervical 
cancer (Kumar & Verma, 2006).  
3.2 Proliferation markers 
Those cells with high proliferative activity that allow the accumulation of transforming 
mutations are more likely to be associated with premalignant and malignant tissues. The 
proliferative aspects distribution in specific layers (basal vs. parabasal vs. superficial) might 
indicate growth-regulatory mechanisms; thus the relation between proliferation and growth 
deregulation is of interest (Heatley, 1998). Proliferation in the normal cervix, in cervical 
intraepithelial neoplasia and in invasive cervical carcinomas can be assessed by a range of 
techniques requiring technologies of varying sophistication and accessibility, considered in 
four broad groups (Heatley, 1998): (l) mitotic counts on routinely processed histological 
sections and cytological smears; (2) in vivo or in vitro incorporation of tritiated thymidine in 
actively proliferating cells, by injection into the cervix and by incubation with fresh tissue, 
respectively; (3) immunohistochemical techniques for Ki-67 labelling index and AgNOR 
counts; (4) flow cytometry.  
In the normal cervix, mitotic activity (quantified in routinely processed histological sections 
and cytological smears or by tritiated thymidine incorporation) is usually confined to the 
basal and parabasal layers, but in CIN the numbers and height of mitotic figures within the 
epithelium increases. The presence of mitotic figures is part of routine diagnosis and 
biomarker value is discussed as a whole.  
Flow cytometry DNA content analysis on minced biopsy specimens (Melsheimer et al. 2004) 
or smear (Tong et al., 2009) allow the association between aneuploidy and dysplasia degree. 
lrHPV types tend to be associated with polyclonal lesions whereas hrHPV types are 
associated with monoclonal lesions (Park et al, 1996). Ploidy appears to be a measurable 
biomarker and a good predictor of the biological behaviour with a better predictive value 
than the histopathologic characteristics (Follen and Schottenfeld, 2001). It is considered that 
in advanced dysplastic lesions, aneuploidy precedes HPV integration, further supporting 
the notion that integration of viral genomes is the consequence and not the cause of 
chromosomal instability and transformation (Melsheimer et al. 2004). Therefore, an 
increased aneuploid DNA value together with the increase in grades of cervical dysplasia 
are specific prognostic markers of malignancy (Kashyap & Das, 1998); flow cytometric 
analysis of DNA ploidy may be a potential means providing a strategic diagnostic tool for 
early detection of cervical cancer (Melsheimer et al. 2004). The combination of DNA ploidy 
(determined by cytometric test) with HPV screening and cytology is an optimal method to 
detect progressive lesions since it has the highest sensitivity and specificity (Singh et al. 
2008).  
Some proliferating molecules were investigated by immunohistochemistry like biomarkers 
in cervical precursor lesions: PCNA, Ki67, ICBP90, etc. 
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Ki-67 is a nonhistone protein expressed in the nucleus during the whole cell cycle, except 
for the early phases of G0 and G1. It constitutes a marker for proliferating cells and was 
associated with severe dysplasia and cervical cancer (Sarian et al., 2006). Ki-67 stains 
positive in the parabasal, basal and intermediate layers of condylomas, in the basal and 
parabasal layers of CIN; in addition, cells positive for Ki-67 staining are identified in 
intermediate and superficial layers of the squamous epithelium. Ki-67 expression 
correlates positively with histologic grade and distinguishes non-diagnostic atypia from 
SIL. The grade and pattern of Ki-67 expression in precursor lesions are still topics of 
debate (Vijayalakshmi et al., 2007). Even Ki-67 is not as specific as p16 for precancerous 
lesions, its immunohistochemical diffuse pattern is associated with a severe lesion. A lot 
of studies were conducted in order to establish the objective, reproducible, and reliable 
use of Ki-67 in the classification of dysplastic changes in cervical epithelium. Expression 
of Ki-67 (MIB-1) in the upper layers/superficial layers of the epithelium corroborated 
with more than 15% of basal cells positive for MIB-1 staining can be used to distinguish 
condyloma from inflammation or squamous metaplasia (Mittal and Palazzo, 1998). Ki-67 
evaluation can be also a valuable adjunct in the distinction of CIN from normal or benign 
cervical squamoepithelial lesions (Kruse et al., 2002; Keating et al., 2001). MIB-1 
expression in the basal and the upper-third layer proved useful in grading SIL with 
equivocal mitotic index (Popiolek et al., 2004). Immature squamous metaplasia can be 
MIB-1 cluster positive, but this false-positive case showed a special staining pattern, 
different from CIN: 1) MIB-1 staining in the nuclei is not diffuse (as in CIN) but clumped; 
2) positive nuclei are somewhat less densely packed than in CIN (Kruse et al., 2002). 
Noteworthy is that the presence of a cluster of at least two MIB-1-positive nuclei (MIB-C) 
in the upper two thirds of the epithelial thickness is a highly sensitive and specific marker 
to discriminate between normal epithelium and low-grade squamous intraepithelial 
lesion (Pirog et al., 2002). Cauterized dysplastic/condylomatous epithelium showed 
significantly greater expression of MIB-1 than cauterized normal epithelium, being a good 
marker (Mittal 1999).  
Recent studies showed that two cell cycle–related proteins, minichromosome maintenance 
protein-2 (MCM2) and topoisomerase II-ǂ (TOP2A) are overexpressed in cervical cancer. 
Minichromosome maintenance protein 2 drives the formation of pre-replicative complexes 
in G1 phase; overexpression of MCM2 provides the link between oncogenic HPV infection 
and the molecular event of cervical dysplasia (Rihet et al, 1996). DNA TOP IIA is a nucleic 
enzyme that plays an important role in DNA replication, transcription, recombination, 
condensation, and segregation through interaction with the double-helix DNA (Ofner et al, 
1994). ProEx C is a cocktail of two monoclonal antibodies that targets the expression of these 
two proteins (MCM2 and TOP II A) and its increased expression is associated with HSIL 
lesions. The ProExC signal is intense, diffuse and comprises the entire thickness of the 
epithelium in HSIL, with a variable pattern of the staining in LSIL, and is usually negative in 
reparative or reactive immature squamous metaplasias (Pinto et al., 2010). ProEx C positive 
expression seems to be more specifically associated with SIL than Ki-67 positive expression 
(Conesa-Zamora et al, 2009). ProExC immunostaining, when compared with p16 
immunostaining, have similar specificity for CIN 2+ and higher specificity for CIN 3+ but 
lower sensitivity for CIN 2+ and CIN 3+ (Guo et al., 2011). Some reports suggested that 
ProExC can be more selective and informative for the progression of low-grade (CIN1) and 
moderate-grade (CIN2) lesions than Ki67 (Beccati et al., 2008). 
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ICBP90 protein is a member of a nuclear proteins family with DNA-binding properties 
involved in DNA replication. ICBP90 detection, used as a proliferation marker (Hopfner R, 
et al, 2000), gives information only concerning the number of cells that entered the cycle 
without any indication on the duration of the cycle. ICBP90 like Ki67 was linked to the 
development of an HSIL. 97.6% of HSILs positively stained for ICBP90; thus confirms it as a 
useful proliferation marker (Lorenzato et al., 2005). If an hrHPV type was present, the 
association of a suspect DNA profile with a positive proliferation marker could predict the 
presence of HSIL in a very accurate way. On the other hand the association of a suspect 
DNA profile with the presence of ICBP90-positive cells and MIB-1 in the upper two thirds of 
the epithelium could help to discriminate between an LSIL and an HSIL with high PPV, 
(Lorenzato et al., 2005).  
3.3 Markers of epithelial organization and differentiation 
The life cycle of human papillomaviruses (HPVs) is tightly linked to the differentiation 
program of the host's stratified epithelia that it infects. Viral infection induces changes in 
squamous differentiation, which is reflected by the pattern of cytokeratin polypeptide 
expression. By studying this pattern in relation with the presence of the virus, it was 
obtained an indication on the influence the virus has in individual cells, on the cellular 
differentiation. For example, E1-E4 contributes to different processes in both the early and 
late stages of the virus life cycle (Nakahara et al., 2005). The viral E1-E4 protein contributes 
to the replication of the viral genome as a nuclear plasmid in basal cells. Expression of the 
HPV-16 E1–E4 protein in human keratinocytes results in the total collapse of the cytokeratin 
matrix, but nuclear lamins and tubulin and actin networks are unaffected (Doorbar et al., 
1991). On the other hand, the presence of the skin-type cytokeratins CK1 and CK10 in 
condylomata accuminata derived from anogenital skin (HPV 6 and HPV 11 positive) was 
decreased, whereas CK13 and to a lesser degree CK4 appeared increased (Mullink et al., 
1991).  
HPV infection may alter the differentiation status of the epidermis leading to a major 
expression of K14 in the basal and suprabasal layers (like in HPV infected normal 
epithelium), up to the more superficial layers (like in epidermodysplasia verruciformis, EV) 
(Barcelos & Sotto, 2009). Comparing the morphologic distribution of cytokeratins 13 and 14 
and involucrin in naturally occurring low-grade SILs and high-grade SILs infected with a 
variety of HPV types, Southern et al., (2001) observed that: (1) the absence of cytokeratin 14 
expression is associated with high-risk HPV infection and occurs more frequently in high-
grade SILs; and (2) dedifferentiation, with loss of cytokeratin 13 or involucrin expression 
occurs only in high-grade lesions. Also, it was noted that in most LSILs infected with 
lrHPVs, cytokeratin 14 expression was present in all epithelial layers, with fewer lesions; the 
expression confined to the basal/parabasal layers with focal loss of expression. By contrast, 
only in few cases (11%) of LSILs infected with hrHPVs, cytokeratin 14 expressions was 
present in all epithelial layers; most of these lesions showed cytokeratin 14 expression 
confined to the basal/parabasal layers (56%), with a number of lesions showing focal loss of 
expression (33%) (Southern et al 2001). Loss/reduction of cytokeratin 14 protein expression 
level is associated with transformation but not immortalization because in HPV16 
immortalized keratinocytes downregulation of cytokeratin 14 occurred only at a 
transcriptional level (the protein level remaining normal) (Bowden et al, 1992). In 
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epidermodysplasia verruciformis CK1/10 showed retarded or negative expression and e-
cadherin is diminished in superficial koilocytotic cells' foci, more superficially in EV. 
Positive staining for K16 and K4 was observed in normal HPV infected epithelium as in EV 
(Barcelos & Sotto, 2009). 
Regauer & Reich (2007) found the following profile for the CK17: when antibodies against 
CK17 were used, the columnar endocervical epithelium showed no staining; basal 
keratinocytes in ectocervical glycogenated squamous epithelium have inconsistently, focally 
and weakly CK17 expression in cytoplasm; the proliferating cells of immature squamous 
metaplasia stain positive for CK17 in the subcolumnar reserve cells and in the proliferating 
basal and suprabasal cells, and negative for columnar cells; the mature metaplastic 
epithelium presents decreased or even lack of CK17 expression; high-grade dysplasia show 
concomitant staining of both CK17 and p16. They sustain a mutually exclusive 
immunohistochemical profile of CK17 and p16 that allows the separation of immature 
metaplasia with or without reactive atypia (characterized by strong, uniform CK17 staining 
of the proliferating cells with concomitant p16 negativity) from CIN III (characterised by 
strong diffuse staining of p16 in all dysplastic proliferating cells). The dual expression of 
CK17 and p16 in atypical squamous lesions with metaplastic features can sustain the 
hypothesis that CIN III alternatively may develop via HPV infection of metaplastic cells.  
Considering all these aspects, we can say that in order to establish the correct diagnostic, all 
potential markers involved in epithelial reorganization and differentiation must be 
synchronic evaluated with other proliferating markers.  
Plasma membrane expression of caveolin-1 (Cav-1), a constituent of lipid rafts and regulator 
of cell signalling, increases by the E5 HPV16 oncoprotein through the C-terminal 10 amino 
acids of E5. Moreover, E5 induces a 23- to 40-fold increase in the lipid raft component, 
ganglioside GM1, on the cell surface and mediates a dramatic increase in caveolin-1/GM1 
association, a potential mechanism for immune evasion by the papillomaviruses 
(Suprynowicz et al., 2008). This phenomenon is very important in productive infection, in 
production of viral progen. But, an inverse relationship between Cav-1 expression and 
transformation has been clearly established. Cav-1 levels are reduced in transformed cells 
and forced reexpression of Cav-1 could abrogate anchorage-independent growth in 
transformed cells (Williams & Lisanti, 2005). In HPV transformed cells, caveolin-1 is 
downregulated and its expression is reduce by E6 HPV (Razani et al, 2000). In a small 
percentage of cervical cancer tumors caveolin-1 silencing occurs via promoter methylation 
(Chan et al., 2003; Dueñas-González et al, 2005). 
E-cadherin is a transmembrane protein with a cytoplasmic domain connected to the actin 
cytoskeleton through association with cytoplasmic proteins, ǂ-, ǃ-, and Ǆ-catenins 
(Piepenhagen & Nelson, 1993; Hinck et al, 1994). E-cadherin is essential for cell-to-cell 
junction and for cellular adhesion, being responsible for cellular interconnection, 
segregation of cell types, differentiation, epithelial polarization, cell stratification, signaling, 
cell motility and proliferation. Loss of E-cadherin function or expression has been implicated 
in cancer progression and metastasis. Down-regulation of E-cadherin was closely associated 
with progressive CIN and cell proliferation (Branca et al., 2006a) in HPV-positive tissue but 
not in the HPV-negative tissue (Samir et al., 2011). E-cadherin downregulation result in an 
increased cellular motility and metastasis.  
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Tissue transglutaminase 2 (TG2), member of calcium dependent enzymes family (Peng et 
al., 1999), is a cytosolic protein that catalyzes the formation of a covalent bond between the 
gamma carboxamide group of peptide bound to glutamine residue and the primary amino 
group of a wide variety of proteins leading to their post-translation modification (Boehm et 
al., 2002). TG2 induce polyamination of retinoblastoma protein, protecting it from caspase-
mediated cleavage (Boehm et al., 2002), but also of HPV E7 disruption (the interaction of 
HPV E7 and pRb is a major step for cervical carcinogenesis) (Jeon et al. 2003). 
TG2 levels in CIN1 are high, reflecting cellular response to inflammation and HPV 
infection and facilitating cell survival by its interaction with proteins involved in cell 
proliferation and cell death. In CIN2 and CIN3, the immunoreactivity for TG2 remains at 
moderately high levels, but typical for these cases, as compared with CIN1, it appears to 
be specifically expressed into nucleus. These nuclear translocations of TG2 in the high-
grade CIN were associated to cell survival or anti-apoptotic phenotype, and therefore aid 
the progression or persistence of the CIN lesion. TG2 is a potentially useful marker for 
low-grade dysplasia or CIN1 lesions because there are clear differences between normal 
and CIN1 epithelium. On the other hand, TG2 represents one potential biomarker due to 
the nuclear/nucleo-cytoplasmic staining of TG2 in high-grade dysplasia (CIN2/3); that 
type of staining is not observed in normal cervical epithelium or generally in CIN1 lesions 
(Gupta et al., 2010).  
3.4 Transcription factors and cell signalling pathway 
Transcription factors are the principal modulators of gene expression and are involved in 
various processes controlling normal and transformed cell behaviour. Viral transcription is 
known to be positively regulated by glucocorticoid hormones via the up-stream regulatory 
region, which may partly explain its contributing effect to the transformation (Gloss et al, 
1987; Mittal et al, 1993). However, in the complex picture of cervical cancer, hormone actions 
represent only one cofactor of HPV transformation. Thus, whatever the mechanism leading 
to carcinogenicity, there is a complex activation of transcription factors.  
Previous studies demonstrated a functional involvement of the AP1 transcription factor in 
HPV-induced cervical carcinogenesis. Transcriptional activation of HPV in a keratinocyte-
specific manner, depend on specific interaction between several nuclear factors and specific 
sites from LCR of certain HPV genotype. AP1 appears to be a common regulator of various 
HPV types expression, which act directly or through additional HPV type-specific that 
cooperate with AP1 to achieve full activation of virus gene expression (Butz & Hoppe-
Seyler, 1993; Mack & Laimins, 1991; Kyo et al., 1995; Chan et al., 1990; Chong et al., 1991). 
Transcriptional regulation of HPV16 is activated also by NF1, TEF- 1, TEF-2 and Oct1 factors 
(Chan et al., 1990; Chong et al., 1991; Ishiji et al., 1992).  
In HPV productive infection, E6/E7 transcripts were found to be expressed in most cellular 
layers with a reduced level of expression in the differentiated cells. E6/E7 expression was 
shown to correlate with AP1 factors distribution, suggesting that AP1 plays a significant role 
in the expression of viral oncogenes in uterine cervix differentiating epithelia. Co-expression 
of two proliferation inductors, AP1 and E6/E7, in undifferentiated cell layers might create a 
positive regulatory loop, contributing to the maintenance of initial HPV infection and 
subsequent activation in basal and suprabasal cellular layers (Kyo et al., 1997). 
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Aiming to obtain information about alterations in the expression of AP1 family members, de 
Wilde et al. (2008) found that, starting from immortal stages, c-Fos, Fra-2 and JunB 
expression became up regulated towards tumorigenicity while Fra-1, c-Jun, Notch1, Net and 
CADM1 became down regulated. They established that if the onset of deregulated 
expression of various AP1 family members became already manifest during the immortal 
state, a shift in AP1 complex composition appeared as a late event associated with 
tumorigenicity (de Wilde et al., 2008).  
Nuclear factor-kappa B (NF-kB) is a ubiquitously expressed transcription factor, which has 
an important role in intracellular regulation of immune response, inflammation, and cell 
cycle regulation (Nair et al., 2003; Niederberger & Geisslinger, 2010; Hayden & Ghosh, 
2011). NF-κB is one of the targets through which HPVs could interfere with the 
transcriptional control in cervical carcinogenesis (Spitkovsky et al., 2002; Fontaine et al., 
2000). The oncogenic HPVs action on NF-kB through several ways: 1) there is a functional 
NF-kB binding site within the HPV16 LCR (long control region), at position 7554–7563, 
acting as an effective repressor of HPV transcription (Fontaine et al., 2000); 2) involvement 
of viral oncogene: hrHPV E7 inhibits NF-kB activation and nuclear translocation and 
prevents its binding to the responsive DNA elements, e.g. the LCR of hrHPV. On the other 
hand, hrHPV E6 inhibits NF-kB (p65)-dependent transcriptional activity within the nucleus, 
thus further contributing to the escape of hrHPV from the transcriptional control of NF-kB 
(Spitkovsky et al., 2002; Nees et al., 2001). Thus, NF-kB is one of the targets through which 
these HPVs could interfere with the transcriptional control in cervical carcinogenesis.  
Using immunohistochemistry it was demonstrated that NF-kB is constitutively activated in 
high-grade CIN (Nair et al., 2003). In term of stain pattern, the intensity of cytoplasmic NF-
kB expression increased along with the increasing grade of CIN, being most frequent in 
invasive carcinomas. There was no detectable nuclear NF-kB expression in the normal cervix 
or CIN1 and CIN2 lesions; an intense nuclear expression appears very rare, even in CIN3 
and cervical cancer and is related to hrHPV (Branca et al., 2006b). Like biomarker, 
increased/normal cytoplasmic NF-kB expression can distinguish CIN with high specificity, 
but low sensitivity. On the other hand, the nuclear expression suffers from lower sensitivity. 
Studies accomplished by Branca et al, (2006b) clearly demonstrated that neither cytoplasmic 
nor nuclear NF-kB staining is a significant predictor of the clearance/persistence of hrHPV 
types after treatment of CIN.  
The ERK/MAPK cascade has been reported to be activated in cervical cancer cell lines both 
by hrHPV and by some low-risk HPV types. In normal squamous epithelium of the cervix 
as well as in metaplastic squamous cells, Branca et al (2004) found weak cytoplasmic ERK1 
expression confined mostly to the parabasal layers. Intranuclear staining is detected in CIN 
lesions that increase in both intensity and extent towards higher grade CIN lesions.  
ERK1 expression showed poor specificity for predicting hrHPV, and do not have a practical 
value as a predictor of hrHPV in cervical cancer and its precursors. Although E5 HPV seems 
to mediate overexpression and activation of the ERK/MAPK signalling cascade, multiple 
other mechanisms that mediate the activation of ERK/MAPK pathways might be involved. 
Despite the fact that ERK1 expression seems to be an early marker of cervical carcinogenesis, 
it is not a specific marker of hrHPV in CIN and cervical cancer, and does not predict disease 
outcome in the latter. 
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3.5 Apoptotic markers 
Apoptosis or programmed cell death is initiated by two types of biological signals: (1) 
extrinsic - the specific ligands activate their receptors (Fas-Fas ligand interaction) and (2) 
intrinsic – mitochondrial pathway used in response to non-specific stimuli (such as 
alteration of DNA, radiation and osmotic stress), leading to release of cytochrome c. Both 
paths lead to the activation of caspase 3.  
In HPV infected cells, inhibition of apoptosis may be a mechanism to promote viral 
persistence (Kanodia, 2007). HPVs exhibit several mechanisms for overcome the apoptotic 
program. E6 binding to p53 stimulates p53 degradation thus preventing p53-dependent 
apoptosis of infected cells. On the other hand, it suppresses FasL E5 mediated apoptosis and 
is associated with reduction to half of the Fas expression.  
Fas (APO-1/CD95) system regulates diverse physiological and pathological mechanisms 
for apoptosis. Interaction between Fas ligand and Fas receptor induces cell death, 
mechanism that could help to destroy HPV-infected keratinocytes. Facilitated cellular 
proliferation (Das et al., 2000), through reduced Fas mediated apoptosis has been 
described in cervical carcinogenesis by immunohistochemistry (Reesink-Peters et al., 
2005) and polymerase chain reaction (Das et al., 2000). On the other hand, the paracrine 
overproduction of Fas-L could facilitate tumour progression by inducing apoptosis of the 
immune cells usually expressing Fas in their membrane, such as CD8 and natural-killer 
cells. During HPV induced cervical carcinogenesis two Fas-related mechanisms may be 
taken into consideration: (a) suppression of apoptosis in infected keratinocytes by 
downregulation of Fas-R expression; and (b) active immunosuppression by Fas-L 
overproduction by tumor cells (Das et al., 2000; Griffith et al., 1995). Granular cytoplasmic 
and membranous Fas-R stains are identified by immunohistochemistry in the normal 
cervix, and their loss has been reported in approximately 50% of squamous intraepithelial 
lesion (SIL) and SCC (Jones & Munger, 1996; Lerma et al., 2008). Fas-R expression by 
tumor cells seems to be unrelated to the stage or quantity of the lymphoid infiltrate and it 
is a constitutive event independent of tumor progression (Lerma et al., 2008). Fas-L 
immunostaining in tumor cells is directly correlated with the tumor stages: 36.4% in stage 
I, 50% in stage II, and 75% in stage III, and inversely correlated with the presence of a 
florid lymphoid infiltrate. This suggest that Fas-L production by tumor cells results in 
decreased lymphoid cell reaction and might be a defence mechanism of the tumor against 
host’s immunity (Lerma et al., 2008). 
Bcl2 protein is localized in the mitochondrial membrane, the endoplasmic reticulum and in 
the nucleus. Bcl2 is an oncoprotein blocking cell apoptosis that can be induced by the 
absence of growth factors, alterations in DNA, viral infection, lymphokines action, cytostatic 
drug or radiation therapy. Its overexpression permits the malignant transformation of the 
cells and extends the survival potential of malignant cells. 
The prognostic value in predicting lesion progression is disputed. Guimarães et al., (2005) 
found by immunohistochemical techniques that expression of Bcl2 in HPV-infected cervical 
biopsies is not useful for predicting the progression of HPV-related SIL. On the other hand, 
Singh et al., (2009) noted cytoplasmic expression of Bcl2 protein in cervical dysplasia, a 
various intensity of immunoreactivity between different cytological grades of cervical 
smears and an association with the presence of HPV16/HPV18.  
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Follow-up data revealed that cases with high-risk HPV and co-induced expression of 
apoptosis-regulatory proteins presented a trend to progressive disease (Sing et al., 2009). 
These data confirm the observations of Fonseca-Moutinho et al., (2004), that Bcl2 is an 
independent factor in defining low risk of progression for CIN 3 and co-expression of 
estrogen receptor, progesterone receptor, and Bcl2 may be a useful tool in identifying the 
CIN 3 lesions with low risk of progression toward cervical cancer. Bcl2 has a more 
important value in cancer, the ratio of Bcl2 to Bax expression determining the survival or the 
death following an apoptotic stimulus. In order to establish a new predictor of the outcome 
of radiotherapy for human cervical carcinoma, Harima et al., (1998) established that the 
increased Bcl2 expression after radiotherapy is correlated with poor survival, while 
increased Bax expression after radiotherapy is correlated with good survival; these findings 
suggest that the levels of Bax and Bcl2 expression after radiotherapy are useful prognostic 
markers in patients with human cervical carcinoma (Harima et al., 1998). Some studies 
confirm that evaluation of Bax and Bcl2 expressions provide independent prognostic 
information for the clinical course of the disease and therefore could be developed as 
prognostic indicators for cervical cancer: Bax expression was associated with good survival 
while Bcl2expression was associated with poor survival, and combination of Bcl2+/Bax+ 
was significantly associated with poorer disease free survival (Wootipoom et al., 2004).  
3.6 Markers of chromosomal stability 
Cells that escape from senescence by gene inactivation continue to divide and suffer 
telomeres loss reaching the second proliferative block, stage 2 of mortality (M2); this is 
characterized by massive cell death caused by critical shortness of telomeres and telomeres 
dysfunction. The telomerase is a RNA-dependent DNA-polymerase that synthesizes 
telomeres DNA and provides molecular bases for unlimited proliferative potential. 
Telomerase activity is absent in most normal somatic cells but present in more than 90% of 
tumor cells and immortalized cells in vitro (Kim et al., 1994). Regarding cervical neoplasia, it 
is not clear whether telomerase is activated during the progression of this disease or 
whether HPV16 infection activates directly telomerase in vivo. Most studies on cervical 
tissue or cervical swabs indicate telomerase activation only after progression to 
intraepithelial lesion (Nowak, 2000). Taken together, in vitro and in vivo studies suggest that 
infection with HPV16 and the concomitant expression of E6 is associated with telomerase 
activation. Cervical lesions containing hrHPV in early stages does not present telomerase 
activity or present it at low levels (Nowak, 2000). Some results show that telomerase activity 
appears only when E6 is expressed at elevated levels. The hTERT expression (telomerase 
catalytic subunit) is in agreement with E6 hrHPV role in telomerase activation, but this 
association lost its significance due to strong association between hTERT and stage of 
intraepithelial lesion. One feasible explanation may be done by the recent experiments 
concerning the E6/ E7 dynamics and telomerase expression along with the progressive 
grades (Peitsaro et al., 2004). The initially high levels of E6 decrease dramatically, while 
hTERT mRNA expression and telomerase activity increase by 10 and respectively 4 fold. 
This means that the telomerase activation by E6 HPV is an early event and selection of 
clones with increased telomerase activity will lead to tumor progression and this intimate 
association with gradual lesions hides hTERT association with E6 hrHPV. Taking into 
account that HPV infections have been associated with cervical cancer, telomerase activity 
may be a central mechanism by which HPV infections can lead to malignant transformation 
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of cervical mucosa. Immunohystochemical studies on biopsy specimens have shown that 
normal epithelium is completely negative for hTERT or presents a profile scoring positive 
cells in parabasal layer. More positive cells were observed in the squamous metaplasia 
epithelium and sometimes in suprabasal metaplasia proliferating cells. Positive 
immunostaining was nuclear and limited to a few cells and stromal immunoreactivity was 
strictly associated to lymphocytes having constitutive hTERT expression. CIN lesions and 
cancer present a different pattern: hTERT-positive nuclei are present in all the layers of 
epithelium, but occasional cytoplasm expression can appear (Branca et al., 2006c). 
Paradoxically, there was a decrease in the nuclear staining intensity of hTERT in squamous 
cell carcinomas (Frost et al., 2000; Yan et al., 2004) with an increase in cytoplasm staining 
(Jarboe et al., 2002). Disturbance of the normal translocation mechanisms of hTERT to the 
nucleus, associated with cervical mucosa malignant transformation may be responsible for 
these differences in the expression pattern. Although it has been demonstrated that the loss 
of hTERT immunostaining may be associated with the deregulation of normal translocation 
mechanisms of hTERT to the nucleus, some authors suggest another mechanism involved in 
a reduced hTERT expression in human cancers: inactivation at the transcription level (Bleotu 
et al, 2010). The heterogeneity of both sensitivity and specificity in telomerase detection seen 
between different studies is due to: sample size (smear/lavage versus cervical biopsy), 
contamination with blood or necrotic cells (including telomerase inhibitors, which can lead 
to false-negative results) (Wang et al., 2004) or haemoglobin (a powerful inhibitor of PCR 
reaction). False positive results in strong inflammatory reactions may occur due to 
inflammatory infiltration. 
More recently, some epigenetic modifications were associated with cervix HPV infection. 
Modifications encompass three types of changes: chromatin modifications, DNA 
methylation and genomic imprinting, each of which is altered in cancer cell.  
Generally, HPV infections are followed by epigenetic changes such as methylation of viral 
genes or host genome. The pattern of HPV genes methylation varies depeding with the viral 
life cycle, the presence of disease and possibly the viral type. The de novo methylation of 
HPV DNA could be a host defence mechanism or a strategy that the virus uses to maintain a 
long-term infection, or both. Aberrant methylation of CpG islands in the promoter regions 
of tumour suppressor genes (TSG) is one of several epigenetic changes which contribute to 
carcinogenesis (Kumar & Verma, 2006). Viral oncogenes can induce tumor suppressor gene 
methylation following activation of DNA methyltransferases. For some genes, the 
prevalence of methylated forms increases with disease severity; for others, methylated 
forms are only detected in women with invasive disease. In a recent paper, aberrant DNA 
methylation was found as an early event in carcinogenesis and as an additional molecular 
marker for the early diagnosis. Among all studied genes, three were found as potential 
biomarkers of cervical cancer risk (hypermethylation of CDH13, DAPK1 and TWIST1 
promoters) (Missaoui et al., 2011).  
Aberrant methylation of the p16 gene occurs early within tumor cell populations. p16 is 
more frequently methylated in advanced tumors (Wong et al., 1999) thus suggesting that its 
reactivation could have therapeutic value. In a study performed on 62 cases of squamous 
cell carcinomas, Cheung et al showed that promoter methylation of PTEN was found in 58% 
of patients with persistent disease while those who died of the disease had a significantly 
higher percentage of PTEN methylation. Thus, PTEN was considered an important 
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significant predictor for both total and disease-free survival after controlling age, pathologic 
grade and clinical stage (Cheung et al., 2004). Another studied gene was E-cadherin which 
methylation frequency in cervical cancer varies between 28 and 80.5% (Widschwendter et 
al., 2004a). It appears that E cadherin methylation have prognostic significance, cases with 
no promoter methylation having a better outcome in univariate and multivariate analyses. 
New studies are focused on identification of the methylation status of several genes present 
in the serum or plasma of patients with cervical cancer with regard to their prognostic 
significance.  
In a study on 93 serum samples using the methyLight technique MYOD1 promoter 
methylation was strongly associated with shorter, disease-free and overall survival 
(Widschwendter et al., 2004b). Data suggesting that methylation of gene promoters in 
patients with cervical cancer is a common phenomenon have been reported. Strong 
correspondence between DAPK, p16, and MGMT genes methylation in serum and in 
primary tumors was noted thus allowing the discovery of a potential biomarker in sera. It 
has been found that parallel testing of HPV and PAX1 methylation in cervical swabs confers 
an improved sensitivity than HPV testing alone (80% vs. 66%) without compromising 
specificity (63% vs. 64%) for HSIL/SCC (Yang et al., 2003; Lai et al., 2008). When PAX1 
methylation marker is tested alone, the specificity for HSIL/SCC is 99%. These data 
encourage further studies to identify a set of methylated genes that would have prognostic 
significance as surrogate markers.  
Although the causal relationship between hrHPV infection and cervical cancer is 
demonstrated, HPV infection alone is not sufficient to induce the malignant transformation. 
Other genetic alterations, such as miRNAs, are required. MicroRNAs (miRNAs) are ~22 nt 
single-stranded, non-coding RNAs that generally negatively regulate their target mRNAs at 
a posttranscriptional level. The different expression of miRNAs in cervical cancer cells or 
tissues as compared with normal controls has been reported, and candidate miRNAs 
functioning as oncogenes (including miR-21, miR-127, miR-146a, miR-199a) and tumor 
suppressors (including miR-34a, miR-143, miR-145, miR-200a, miR-218) in cervical cancer 
carcinogenesis have been suggested (Lee et al., 2011 ). Using TaqMan MicroRNA Arrays, 
McBee and colab (McBee, et al, 2011) found that 18 miRNAs were overexpressed and 2 
underexpressed (miRs-218 and 433). Only five miRNAs (miR-21, miR-135b, miR- 223, and 
miR-301b) may have the potential to be used as markers for progression from dysplasia 
toward invasive cervical disease. Some miRNAs might be down regulated in cervical HPV 
infection through methylation (Botezatu et al., 2011).  
3.7 Markers of immune recognition 
HPV presents some features that allow a specific immune behaviour: bypass the immune 
response, persist in the lower genital tract, induce and promote the progression of cervical 
cancer. These characteristics are related to (i) preferential localization of intraepithelial HPV 
infection, (ii) the absence of viral infection on the impact keratinocytes, (iii) the ability of 
HPV to interfere with innate immunity, and (iv) the expression of late proteins antigens 
responsible for generating antibody response. The virus uses some mechanisms to evade 
immune system: (1) it maintain slow infection levels so that only a low amount of virus is 
exposed to the immune system; (2) it exploits the redundancy of genetic code; (3) it mimics 
host proteins; (4) it modulates the antigen presentation; (5) interfere with IFN; (6) inhibition 
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of cytokines and chemokine profile; (7) distortion of adhesion molecules; (8) modulation of 
adhesion molecules; (9) prevention of apoptosis; (10) inhibition of APC migration.  
Several studies have analyzed immunohistochemically different sub-types of immune cells 
in tumor tissue biopsies (TCD4, TCD8, TCD3, BCD20, CD45, CD57, CD68, etc.). The immune 
response to cervical neoplasia varies with the extension of the disease. In SIL, typically 
associated with persistent HPV infection and high viral load, the lymphocyte 
subpopulations percentages estimated by image analysis were 41% for CD4, 45% for CD8, 
7% for CD20, and 7% for CD56 (Kobayashi et al. 2004). Most researchers revealed the 
essential role intra-and peri-tumor cells play in the favourable development of cervical 
cancer, suggesting that certain survival predictors in cervical cancer relapse may be 
involved (Nedergaard et al., 2007, 2008). Such predictors are: inflammatory infiltrate (role in 
promoting long-term survival), low CD3 (role in predicting relapse), high CD8 cell density 
(involved in cervical cancer favourable prognosis) and low CD4 cell (involved in advanced 
stages of disease) (Nedergaard et al., 2007, 2008; Bell et al., 1995; Bethwaite et al., 1996; Chao 
et al., 1999).  
Cytokine profile distortion leads to inappropriate immune response, which may have 
immunosuppressive effects (failure to eliminate infection in host). HPV infections are focal 
and detection of systemic cytokine serum levels are not associated with the clearance or 
persistence of HPV infection (Hong et al., 2010). 
Evaluation of cytokines may predict high-risk HPV clearance or persistence in untreated 
patients with mild dysplasia or less. Among HPV-infected women, IFN-gamma is 
significantly associated with E6, E7 HPV16 and high-risk HPV viral load in the uterine 
cervix. Thus, increased intralesional IFN-gamma may be considered a prognostic marker for 
oncogenic potential of high-risk HPV (Song et al., 2007). The multivariate logistic regression 
analysis showed that IFN-gamma-positive results were significantly associated with 
clearance of high-risk HPV after 12 months of follow-up, suggesting that intralesional IFN-
gamma may be a prognostic marker for clearance of high-risk HPV (Song et al., 2008).  
Most studies regarding cytokine profiles in HPV associated cancers indicate that Th2 
cytokines correlate with progression toward invasive tumors (Bais et al., 2005). So, cervical 
tumors infiltrating lymphocytes have predominantly Th2/Tc2 polarity and regional lymph 
nodes seem to have a high proportion of T cells. However, this is due to the tumor rather 
than to the mechanisms of circumvention used by HPV. Comparing the cytokine profiles in 
cervical secretions of normal cervicitis, presenting or not HPV DNA, it were described high 
levels of IL-10 in HPV + samples (Azar et al., 2004). The early increase of IL-10 in cervical 
lesions can induce the inhibition of immune response against HPV infection. These data 
suggest that the cytokine profile distortion to an immunosuppressive profile can be induced 
by HPV and can cause the development of cancerous lesions (Kanodia et al., 2007). Several 
cytokines have been shown to reduce HPV transcription; this repression involves TGF-ǃ, 
interleukin 1 and TNF-ǂ (H. zur Hausen, 2002). TNF-ǂ repression is lost during malignant 
conversion.  
4. Conclusions 
HPV associated cancer still remains a cause of death in women. Epidemiological studies and 
laboratory data confirmed that persistent infections with high risk human papillomaviruses 
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(hrHPV) cause virtually all cases of invasive cervical cancer. Cofactors and additional 
molecular events are essential for the transformation of cervical epithelial cells. These events 
imply cell changes that can be quantified in order to evaluate the correct status of the 
disease. An ideal marker should be easy to assay in a not invasively collected sample and 
should have a good sensitivity, specificity, positive predictive value (PPV) and negative 
predictive value (NPV). To investigate the cancer risks associated with HPV infection, 
sensible tools to asses the risk hierarchysation are requested to be developed, since the 
cytological assessment alone is not sufficient to classify cervical dysplasia. Sometimes, in 
order to discriminate between productive and transforming infection, a combination of 
biomarkers is required. Such combination will allow a correct risks hierarchysation. 
Although there are many studies focused on new potential biomarker for cervical cancer, 
until now few are validated by the scientific community and health care units.  
5. Acknowledgements 
Romanian National Grants CEEX 119; PN2-41030; PN2-41081. 
6. References 
Anton, G.; Peltecu, G.; Socolov, D.; Cornitescu, F.; Bleotu C.; Sgarbura Z.; Teleman S.; Iliescu 
D.; Botezatu A.; Goia C.D.; Huica I.; Anton A.C. (2011). Type-specific human 
papillomavirus detection in cervical smears in Romania. APMIS, 119, 1-9.  
Azar, K.K.; Tani, M.; Yasuda, H.; Sakai, A.; Inoue, M.; Sasagawa, T. (2004) Increased 
secretion patterns of interleukin-10 and tumor necrosis factor-alpha in cervical 
squamous intraepithelial lesions. Hum. Pathol., 35, 1376-1384. 
Bae, D.S.; Cho, S.B.; Kim YJ, et al. (2001). Aberrant expression of cyclin D1 is associated with 
poor prognosis in early stage cervical cancer of the uterus. Gynecol Oncol., 81, 341–
347.  
Bahnassy, A.A.; Zekri, A.R.; Saleh, M.; Lotayef, M.; Moneir, M.; Shawki, O. (2007). The 
possible role of cell cycle regulators in multistep process of HPV-associated cervical 
carcinoma. BMC Clin Pathol. 24;7:4. doi:10.1186/1472- 6890-7-4. 
Bais, A.G.; Beckmann, I.; Lindemans, J.; Ewing, P.C.; Meijer, C.J.; Snijders, P.J.; Helmerhorst, 
T.J. (2005). A shift to a peripheral Th2-type cytokine pattern during the 
carcinogenesis of cervical cancer becomes manifest in CIN III lesions. J. Clin. 
Pathol., 58, 1096-1100. 
Baldin, V.; Lukas, J.; Marcote, M.J.; et al. (1993). Cyclin D1 is a nuclear protein required for 
cell cycle progression in G1. Genes Dev, 7, 812–821. 
Barcelos, C.A.N. & Sotto M.N. (2009). Comparative analysis of the expression of cytokeratins 
(1, 10, 14, 16, 4), involucrin, filaggrin and e-cadherin in plane warts and 
epidermodysplasia verruciformis plane wart-type lesions. J Cutan Pathol. 36(6), 
647-654. 
Beccati, M.D.; Buriani, C.; Pedriali. M.; Rossi. S.; Nenci, I.; Quantitative detection of 
molecular markers ProEx C (minichromosome maintenance protein 2 and 
topoisomerase IIa) and MIB-1 in liquid-based cervical squamous cell cytology. 
Cancer 2008; 114: 196-203 
www.intechopen.com
 
The Indicators of Predicting Disease Outcome in HPV Carcinogenesis 
 
93 
Bell, M.C.; Edwards, R.P.; Partrige, E.E.; Kuykendall, K.; Conner, W.; Gore, H.; Turbat-
Herrara, E.; Crowley-Nowick, P.A. (1995). CD8+ T lymphocytes are recruited to 
neoplastic cervix, J Clin Immunol., 15(3), 130–136. 
Bernard, H.U.; Burk, R.D.; Chen, Z.; van Doorslaer, K.; Hausen, H.; de Villiers, E.M. (2010). 
Classification of papillomaviruses (PVs) based on 189 PV types and proposal of 
taxonomic amendments, Virology, 401, 70-79.  
Bethwaite, P.B.; Holloway, L.J.; Thornton, A.; Delahunt, B. (1996). Infiltration by 
immunocompetent cells in early stage invasive carcinoma of the uterine cervix: a 
prognostic study, Pathology, 28(4), 321–327. 
Bleotu, C.; Botezatu, A.; Goia, C.D.; Socolov, D.; Corniţescu, F.; Teleman, S.; Huică, I.; Iancu, 
I.; Anton, G. (2009) P16INK4A--A possible marker in HPV persistence screening. 
Roum Arch Microbiol Immunol. 68(3), 183-189. 
Bleotu, C.; Botezatu, A.; Goia, C.D.; Socolov, D.; Dragomir, L.; Popa, E.; Cornitescu, F.; 
Teleman, S.& Anton, G. (2010), hTERT expression as a potential diagnostic marker, 
Romanian Biotechnological Letters, Vol. 15, No.1, pp. 4922-4930  
Botezatu, A.; Goia, C.D.; Iancu, I.V.; Huica, I.; Plesa, A.; Socolov, D.; Ungureanu, C.; Anton, 
G. (2011). Quantitative analysis of the relationship between microRNA-124a,-34b 
and -203 gene methylation and cervical oncogenesis. Mol Med Report. 4 (1), 121-
128.  
Branca, M.; Ciotti, M.; Santini, D.; Di Bonito, L.; Benedetto, A.; Giorgi, C.; Paba, P.; Favalli, 
C.; Costa, S.; Agarossi, A.; Alderisio, M.; Syrjänen, K. (2004). Activation of the 
ERK/MAP Kinase Pathway in Cervical Intraepithelial Neoplasia Is Related to 
Grade of the Lesion but Not to High-Risk Human Papillomavirus, Virus Clearance, 
or Prognosis in Cervical Cancer, Am J Clin Pathol., 122(6), 902-911.  
Branca, M.; Giorgi, C.; Ciotti, M.; Santini, D.; Di Bonito, L.; Costa, S.; Benedetto, A.; 
Bonifacio, D.; Di Bonito, P.; Paba, P.; Accardi, L.; Mariani, L.; Syrjänen, S.; Favalli, 
C.; Syrjänen, K.; HPV-Pathogen ISS Study Group., (2006a) Down-regulation of E-
cadherin is closely associated with progression of cervical intraepithelial neoplasia 
(CIN), but not with high-risk human papillomavirus (HPV) or disease outcome in 
cervical cancer. Eur J Gynaecol Oncol., 27(3), 215-23 
Branca, M.; Giorgi, C.; Ciotti, M.; Santini, D.; Di Bonito, L.; Costa S.; Benedetto, A.; Bonifacio, 
D.; Di Bonito, P.; Paba, P.; Accardi, L.; Mariani, L.; Ruutu, M.; Syrjanen, S.; Favalli, 
C.; Syrjanen, K. & HPVstudy group. (2006b), Upregulation of nuclear factor-kb 
(NF-kB) is related to the grade of cervical intraepithelial neoplasia, but is not an 
independent predictor of high-risk human papillomavirus or disease outcome in 
cervical cancer, Diagn Cytopathol, 34, 555–563. 
Branca, M., Giorgi, C., Ciotti, M., Santini, D., Di Bonito L., Costa, S., Benedetto A., Bonifacio, 
D., Di Bonito, P., Paba, P., Accardi, L., Mariani, L., Ruutu, M., Syrjanen, S., Favalli, 
C., Syrjanen, K., (2006c), Upregulation of telomerase (hTERT) is related to the grade 
of cervical intraepithelial neoplasia, but is not an independent predictor of high-
risk human papillomavirus, virus persistence, or disease outcome in cervical 
cancer, Diagnostic Cytopathology, 34, 739-748. 
Boehm, J.E.; Singh, U.; Combs C et al (2002) Tissue transglutaminase protects against 
apoptosis by modifying the tumor suppressor protein p110. Rb J Biol Chem., 277, 
20127–20130. 
Bowden, P.E.; Woodworth, C.D.; Doniger, J., et al: (1992). Down-regulation of keratin 14 
gene expression after v-Ha-ras transfection of human papillomavirus-immortalised 
human cervical epithelial cells. Cancer Res., 52, 5865-5871. 
www.intechopen.com
 
Topics on Cervical Cancer with an Advocacy for Prevention 
 
94
Butz, K. & Hoppe-Seyler, F. (1993). Transcriptional control of human papillomavirus (HPV) 
oncogene expression: composition of the HPV type 18 upstream regulatory region. 
J Virol, 67, 6476-6486. 
Carreras, R.; Alameda, F.; Mancebo, G.; et al. (2007). A study of Ki-67, c-erbB2 and cyclin D-1 
expression in CIN-I, CIN-III and squamous cell carcinoma of the cervix. Histol 
Histopathol., 22, 587–592. 
Cenci, M.; Pisani, T.; French, D.; Alderisio, M.; Vecchione, A. (2005). pRb2/p130, p107 and 
p53 Expression in precancerous lesions and squamous cell carcinoma of the uterine 
cervix Anticancer Res. 25, 2187-2192.  
Chan, W.K.; Chong, T.; Bernard, H.U. & Klock, G. (1990). Transcription of the transforming 
genes of the oncogenic human papillomavirus type- 16 is stimulated by tumor 
promoters through AP1 binding sites. Nucleic Acids Res, 18, 763-769. 
Chan, T.F.; Su, T.H.; Yeh, K.T.; Chang, J.Y.; Lin, T.H.; Chen, J.C.; Yuang, S.S.; Chang, J.G. 
(2003). Mutational, epigenetic and expressional analyses of caveolin-1 gene in 
cervical cancers. Int J Oncol, 23, 599-604. 
Chao HT, Wang PH, Tseng LY, Lai CR, Chiang SC, Yuan CC, Lymphocyte-infiltrated FIGO 
Stage IIB squamous cell carcinoma of the cervix is a prominent factor for disease-
free survival, Eur J Gynaecol Oncol, 1999, 20(2):136–140.  
Cheung, T.H.; Lo, K.W.K.; Yu, M.M.Y.; Yim, S.F.; Poon, C.S.; Chung, T.K.H.; Wong, Y.F. 
(2001). Aberrant expression of p21WAF1/CIP1 and p27KIP1 in cervical carcinoma 
Cancer Lett., 172, 93-98.  
Cheung, T.H.; Lo, K.W.; Yim, S.F.; Chan, L.K.; Heung, M.S.; Chan, C.S.; Cheung, A.Y.; 
Chung, T.K.; Wong, Y.F. (2004). Epigenetic and genetic alternation of PTEN in 
cervical neoplasm. Gynecol Oncol, 93, 621-627. 
Chong, T.; Apt, D.; Gloss, B.; Isa, M. & Bernard, H.U. (1991). The enhancer of human 
papillomavirus type 16: binding sites for the ubiquitous transcriptional factors Oct-
1, NFA, TEF-2, NF1 and AP1 participate in epithelial cell-specific transcription. J 
Virol, 65, 5933-5943. 
Crum, C.P. (2000). Contemporary Theories of Cervical Carcinogenesis: The Virus, the Host, 
and the Stem Cell, Mod Pathol., 13(3), 243–251.  
Conesa-Zamora, P.; Doménech-Peris, A.; Orantes-Casado, F.J.; Ortiz-Reina S.; Sahuquillo-
Frías, L.; Acosta-Ortega, J.; García-Solano, J.; Pérez-Guillermo, M. (2009). Effect of 
human papillomavirus on cell cycle–related proteins p16, Ki-67, cyclin D1, p53, and 
ProEx C in precursor lesions of cervical carcinoma: a tissue microarray study, Am J 
Clin Pathol., 132, 378-390. 
Das, H.; Koizumi, T.; Sugimoto, T.; Chakraborty, S.; Ichimura, T.; Hasegawa, K.; Nishimura, 
R. (2000). Quantitation of Fas and Fas ligand gene expression in human ovarian, 
cervical and endometrial carcinomas using real-time quantitative RT-PCR. Br J 
Cancer 82, 1682–1688. 
de Sanjosé, S.; Diaz, M.; Castellsagué, X.; Clifford, G.; Bruni, L.; Muñoz, N.; Bosch, F.X. 
(2007). Worldwide prevalence and genotype distribution of cervical human 
papillomavirus DNA in women with normal cytology: a meta-analysis. Lancet 
Infect Dis., 7, 453–459.  
de Wilde, J.; De-Castro, A.J.; Snijders, P.J.F.; Meijer, C.J.L.M.; Rösl, F.; Steenbergen, R.D.M. 
(2008). Alterations in AP-1 and AP-1 regulatory genes during HPV-induced 
carcinogenesis, Analytical Cellular Pathology 30, 1, 77-87.  
Dirac, A.M. & Bernards R. (2003). Reversal of senescence inmouse fibroblasts through 
lentiviral suppression of p53. J Biol Chem, 278, 11731–11734. 
www.intechopen.com
 
The Indicators of Predicting Disease Outcome in HPV Carcinogenesis 
 
95 
Doorbar, J.; Ely, S.; Sterling, J.; McLean, C.; Crawford, L. (1991). Specific interaction between 
HPV-16 E1–E4 and cytokeratins results in collapse of the epithelial cell 
intermediate filament network, Nature 352, 824 – 827. 
Dray, M.; Russell, P.; Dalrymple, C.; Wallman, N.; Angus, G.; Leong, A.; Carter, J.; Cheerala, 
B. (2005). p16 (INK4a) as a complementary marker of high-grade intraepithelial 
lesions of the uterine cervix. I: Experience with squamous lesions in 189 
consecutivecervical biopsies. Pathology, 37, 112-124. 
Dueñas-González, A.; Lizano, M.; Candelaria, M.; Cetina, L.; Arce, C.; Cervera, E. (2005). 
Epigenetics of cervical cancer. An overview and therapeutic perspectives, 
Molecular Cancer, 4, 38 doi:10.1186/1476-4598-4-38.  
Duggan, M.A.; Akbari, M.; Magliocco, A.M. (2006) Atypical immature cervical metaplasia: 
immunoprofiling and longitudinal outcome. Hum. Pathol, 37, 1473-1481. 
Erlandsson, F.; Martinsson-Ahlzén, H.S.; Wallin, K.L.; Hellström, A.C.; Andersson, S. & 
Zetterberg, A. (2006). Parallel cyclin E and cyclin A expression in neoplastic lesions 
of the uterine cervix. British Journal of Cancer, vol. 94, pp. 1045–1050  
Egawa K., (2003) Do human papillomaviruses target epidermal stem cells? Dermatology., 
207(3), 251-254. 
Fehrmann, F. & Laimins, L.A. (2003) Human papillomaviruses: targeting differentiating 
epithelial cells for malignant transformation. Oncogene, 22, 5201–5207.  
Ferlay, J.; Shin, H.R.; Bray, F.; Forman, D.; Mathers, C.; Parkin, D.M. (2010). Estimates of 
worldwide burden of cancer in 2008: GLOBOCAN 2008. Int J Cancer, 127, 2893-
2917.  
Follen, M. & Richards-Kortum, R. (2000). Emerging technologies and cervical cancer. J Natl 
Cancer Inst., 92, 363-365. 
Follen, M. & Schottenfeld, D. (2001). Surrogate endpoint biomarkers and their modulation in 
cervical chemoprevention trials, Cancer, 91, 1758–1776. 
Fontaine, V.; van der Meijden, E.; de Graaf, J.; Schegget, J.; Struyk, L. (2000). A functional 
NF-kB binding site in the human papillomavirus type 16 long control region. 
Virology, 272, 40–49. 
Fonseca-Moutinho, J.A.; Cruz, E.; Carvalho, L.; Prazeres, H.J.; de Lacerda, M.M.; da Silva, 
D.P.; Mota, F.; de Oliveira, C.F. (2004). Estrogen receptor, progesterone receptor, 
and bcl-2 are markers with prognostic significance in CIN III. Int J Gynecol Cancer, 
14, 911-920. 
Frost, M., Bobak J.B, Gianani, R., Kim, N., Weinrich, S., Spalding D.C., Cass L.G., Thompson, 
L.C., Enomoto, T., Uribe-Lopez, D., Shroyer K.R. (2000). Localization of telomerase 
hTERT protein and hTR in benign mucosa, dysplasia, and squamous cell carcinoma 
of the cervix. Am. J. Clin. Pathol., 114, 726–734. 
Geng, L.; Connolly, D.C.; Isacson, C.; Ronnett, B.M.; Cho, K.R. (1999). Atypical immature 
metaplasia (AIM) of the cervix: is it related to high-grade squamous intraepithelial 
lesion (HSIL)? Hum. Pathol., 30, 345-351. 
Giannoudis, A. & Herrington, C.S. (2000). Differential expression of p53 and p21 in low 
grade cervical squamous intraepithelial lesions infected with low, intermediate, 
and high hisk human papillomavirus, Cancer, 89, 1300–1313. 
Giroglou, T.; Florin, L.; Schäfer, F.; Streeck, R.E.; Sapp, M. (2001). Human papillomavirus 
infection requires cell surface heparan sulfate. J. Virol., 75, 3, 1565-1570. 
Gloss, B.; Bernard, H.U.; Seedorf, K.; Klock, G.; (1987). The upstream regulatory region of 
the human papilloma virus-16 contains an E2 protein-independent enhancer which 
www.intechopen.com
 
Topics on Cervical Cancer with an Advocacy for Prevention 
 
96
is specific for cervical carcinoma cells and regulated by glucocorticoid hormones. 
EMBO J 6. 3735-3743. 
Goia, C.D.; Iancu, I.V.; Socolov, D.; Botezatu, A.; Lazaroiu, A.M.; Huica, I.; Plesa, A.; Anton, 
G. (2010). The expression of cell cycle regulators in HPV - induced cervical 
carcinogenesis, Romanian Biotechnological Letters, 4, 15, 5377-5388. 
Griffith, T.S.; Brunner, T.; Fletcher, S.M.; Green, D.R.; Ferguson, T.A. (1995). Fas ligand-
induced apoptosis as a mechanism of immune privilege. Science, 270, 1189–1192. 
Guimarães, M.C.; Gonçalves, M.A.; Soares, C.P.; Bettini, J.S.; Duarte, R.A.; Soares, E.G. 
(2005). Immunohistochemical expression of p16INK4a and bcl-2 according to HPV 
type and to the progression of cervical squamous intraepithelial lesions. J 
Histochem Cytochem., 53, 4, 509-516. 
Guo, M.; Baruch, A.C.; Silva, E.G.; Jan, Y.J.; Lin, E.; Sneige, N.; Deavers, M.T. (2011). Efficacy 
of p16 and ProExC Immunostaining in the Detection of High-grade Cervical 
Intraepithelial Neoplasia and Cervical Carcinoma, Am J Clin Pathol, 135, 212-220.  
Gupta, R.; Srinivasan, R.; Nijhawan, R.; Suri, V. (2010). Tissue transglutaminase 2 as a 
biomarker of cervical intraepithelial neoplasia (CIN) and its relationship to 
p16INK4A and nuclear factor κB expression, Virchows Arch, 456, 45–51.  
Gustafsson, L.; Pontén, J.; Zack, M.; Adami, H.O. (1997). International incidence rates of 
invasive cervical cancer after introduction of cytological screening. Cancer Causes 
Control., 8, 755–763. 
 Harima, Y.; Harima, K.; Shikata, N.; Oka, A.; Ohnishi, T. & Tanaka, Y. (1998). Bax and Bcl-2 
expressions predict response to radiotherapy in human cervical cancer, J Cancer 
Res Clinical Oncol, 124 ( 9) 
Hayden, M.S. & Ghosh S. (2011) NF-κB in immunobiology, Cell Res, 21, 2, 223-244. 
Heatley, M.K. (1998). What is the value of proliferation markers in the normal and 
neoplastic cervix? Histol Histopathol, 13, 249–254.  
Hinck, L.; Nathke, I.S.; Papkoff, J.;et al (1994) Dynamics of cadherin/ catenin complex 
formation: novel protein interactions and pathways of complex assembly. J Cell 
Biol 125:1327–1340.  
Hong, J.H.; Kim, M.K.; Lee, I.H.; Kim, T.J.; Kwak, S.H.; Song, S.H.; Lee, J.K. (2010). 
Association between serum cytokine profiles and clearance or persistence of high-
risk human papillomavirus infection: a prospective study. Int J Gynecol Cancer, 20, 
6, 1011-1016.  
Hopfner, R.; Mousli, M.; Jeltsch, J.M.; Voulgaris, A.; Lutz, Y.; Marin, C.; Bellocq, J.P.; Oudet, 
P.; Bronner, C. (2000). ICBP90, a novel human CCAAT binding protein, involved in 
the regulation of topoisomerase II a expression. Cancer Res, 60, 121- 128. 
Horn, L.C.; Lindner, K.; Szepankiewicz, G.; Edelmann, J.; Hentschel, B.; Tannapfel, A.; Bilek, 
K.; Liebert, U.G.; Richter, C.E.; Einenkel, J.& Leo, C. (2006). p16, p14, p53, and cyclin 
D1 expression and HPV analysis in small cell carcinomas of the uterine cervix, Int J 
Gynecol Pathol., 25, 2, 182-186.  
Hu, L.; Guo, M.; He, Z.; Thornton, J.; McDaniel, L.S. & Hughson, M.D. (2005). Human 
papillomavirus genotyping and p16INK4a expression in cervical intraepithelial 
neoplasia of adolescents. Mod. Pathol., 18, 267-273.  
Huang, L.W.; Seow, K.M.; Lee, C.C.; Lin, Y.H.; Pan, H.S.& Chen, H.J. (2010). Decreased p21 
expression in HPV-18 Positive Cervical Carcinomas, Pathol. Oncol Res, 16, 1, 81-86.  
Hung, C.F.; Monie, A.; Weng, W.H. &Wu, T.C. (2010). DNA vaccines for cervical cancer,Am. 
J. Transl. Res, ;2, 1, 75-87. 
www.intechopen.com
 
The Indicators of Predicting Disease Outcome in HPV Carcinogenesis 
 
97 
Ishiji, T.; Lace, M.J.; Parkkinen, S.; Anderson, R.D.; Haugen, T.H.; Cripe, T.P.; Xiao, J.H.; 
Chambon, P. & Turek, L.P. (1992). Transcriptional enhancer factor (TEF-1) and its 
cell-specific co-activator activate human papillomavirus-16 E6 and E7 oncogene 
transcription in keratinocytes and cervical carcinoma cells. EMBO J, 11, 2271-2281. 
Jarboe, E.A.; Liaw, K.L.; Thompson, L.C.; Heinz, D.E.; Baker, P.L.; Mcgregor, J.A. , Dunn, T.; 
Woods, J.E. & Shroyer, K.R. (2002) Analysis of telomerase as a diagnostic biomarker 
of cervical dysplasia and carcinoma. Oncogene, 21, 664–673.  
Jeon, J.H.; Choi,. KH.; Cho, S.Y.; Kim, C.W.; Shin, D.M.; Kwon, J.C.; Song, K.Y.; Park, S.C.; 
Kim, I.G. (2003) Transglutaminase 2 inhibits Rb binding of human papillomavirus 
E7 by incorporating polyamine. EMBO J 22:5273–5282 
Jones, D.L. & Munger K (1996) Interactions of the human papillomavirus E7 protein with 
cell cycle regulators. Semin Cancer Biol vol. 7 pp. 327–337. 
Kalantari, M,; Calleja-Macias, I.E.; Tewari, D.; Hagmar, B.; Lie. K.; Barrera-Saldana, H.A.; 
Wiley, D.J. & Bernard, H.U. (2004) Conserved methylation patterns of human 
papillomavirus type 16 DNA in asymptomatic infection and cervical neoplasia. J 
Virol. vol 78, pp. 12762-12772. 
Kanodia, S.; Fahey, L.M, & Kast W.M.(2007), Mechanisms used by human papillomaviruses 
to escape the host immune response, Curr. Cancer Drug Targets, vol 7, pp. 79-89.  
Kashyap, V.& Das, B.C. (1998), DNA aneuploidy and infection of human papillomavirus 
type 16 in preneoplastic lesions of the uterine cervix: correlation with progression 
to malignancy. Cancer Lett vol.123, pp. 47–52. 
Keating, J. T.; Cviko, A.; Riethdorf, S.; Riethdorf, L.; Quade, B. J.; Sun, D.; Duensing, S.; 
Sheets. E. E.; Munger, K.& Crum, C. P. (2001) Ki-67, Cyclin E, and p16 INK4 are 
complimentary surrogate biomarkers for Human Papilloma Virus-related cervical 
neoplasia, American Journal of Surgical Pathology, vol 25 no. 7, pp. 884-891.  
Kim, N.W.; Piatyszek, M.A.; Prowse, K.R.; Harley, C.B.; West, M.D.; Ho, P.L.; Coviello, 
G.M.; Wright W.E.; Weinrich, S.L.& Shay, J.W.(1994) Specific association of human 
telomerase activity with immortal cells and cancer. Science, vol 266, pp. 2011–2015,  
Kobayashi, A.; Greenblatt, R.M.; Anastos, K.; Minkoff, H.; Massad, L.S.; Young, M.; Levine, 
A.M.; Darragh, T.M.; Weinberg, V.& Smith-McCune KK (2004) Functional 
attributes of mucosal immunity in cervical intraepithelial neoplasia. Cancer Res. 
Vol 64, pp.6766–6774 
Kostopoulou, E.; Samara, M.; Kollia, P.; Zacharouli, K.; Mademtzis, I.; Daponte, A.; Messinis, 
I.E.; Koukoulis, G. (2011).Different patterns of p16 immunoreactivity in cervical 
biopsies: correlation to lesion grade and HPV detection, with a review of the 
literature.Eur J Gynaecol Oncol., 32, 1, 54-61. 
Kruse, A.J.; Baak, J.P.A.; Helliesen, T.; Kjellevold, K.H.; Bol, M.G.W.; Janssen, E.A.M. (2002). 
Evaluation of MIB-1-positive cell clusters as a diagnostic marker for cervical 
intraepithelial neoplasia, Am J Surgical Pathol, 26, 11, 1501–1507.  
Kumar, D. & Verma, M. (2006). Molecular markers of cervical squamous cell carcinoma, 
CME J Gynecol. Oncol, 11, 41-60.  
Kurvinen, K.; Syrjanen, K.; Syrjanen, S. (1996) p53 and bcl-2 proteins as prognostic markers 
in human papillomavirus- associated cervical lesions, J Clin Oncol, 14, 2120-2130. 
Kyo, S., Tam, A. & Laimins, L. A. (1995). Transcriptional activity of human papillomavirus 
type 31b enhancer is regulated through synergistic interaction of AP1 with two 
novel cellular factors. Virology 211, 184-197. 
www.intechopen.com
 
Topics on Cervical Cancer with an Advocacy for Prevention 
 
98
Kyo, S.; Klumpp, D.J.; Inoue, M.; Kanaya, T.; Laimins, L.A. (1997). Expression of AP1 during 
cellular differentiation determines human papillomavirus E6/E7 expression in 
stratified epithelial cells, J Gen Virol, 78, 401–411.  
Lai, H.C.; Lin, Y.W.; Huang, T.H.M.; Yan, P.; Huang, R.L.; Wang, H.C.; Liu, J.; Chan, 
M.W.Y.; Chu, T.Y.; Sun, C.A.; Chang, C.C.; Yu, M.H.; (2008). Identification of novel 
DNA methylation markers in cervical cancer, Int. J. Cancer, 123, 161–167  
Lee, J.W.; Kim, B.G.; Bae, D.S. (2011). MicroRNAs in cervical carcinoma, microRNAs in 
Cancer Translational Research, 189-199, DOI: 10.1007/978-94-007-0298-1_8 
Lerma, E.; Romero, M.; Gallardo, A.; Pons, C.; Muñoz, J.; Fuentes, J.; Lloveras, B.; Catasus, 
L.; Prat, J. (2008). Prognostic significance of the Fas-receptor/Fas-ligand system in 
cervical squamous cell carcinoma, Virchows Arch, 452, 65–74. 
Longworth, M.S. & Laimins, L.A. (2004). Pathogenesis of human papillomaviruses in 
differentiating epithelia. Microbiol Mol Biol Rev, 68, 362–372.  
Lorenzato, M.; Caudroy, S.; Bronner, C.; Evrard, G.; Simon, M.; Durlach, A.; Birembaut, P.; 
Clavel, C.; (2005). Cell cycle and/or proliferation markers: what is the best method 
to discriminate cervical high-grade lesions?, Human Pathol, 36, 1101– 1107.  
Mack, D.H. & Laimins, L.A. (1991). A keratinocyte-specific transcription factor, KRF-1, 
interacts with AP1 to activate expression of human papillomavirus type 18 in 
squamous epithelial cells. PNAS, 88, 9102-9106. 
McBee, W.C.; Gardiner, A.S.; Edwards, R.P.; Lesnock, J.L.; Bhargava, R.; Marshall Austin, R.; 
Guido, R.S.&Khan, S.A. (2011). MicroRNA analysis in human papillomavirus 
(HPV)-associated cervical neoplasia and cancer. Journal of Carcinogenesis and 
Mutagenesis, vol 1, 114, doi:10.4172/2157- 2518.1000114  
Melsheimer, P.; Vinokurova, S.; Wentzensen. N.; Bastert G., & von Knebel Doeberitz M. 
(2004). DNA aneuploidy and integration of human papillomavirus type 16 e6/e7 
oncogenes in intraepithelial neoplasia and invasive squamous cell carcinoma of the 
cervix uteri, Clin Cancer Res, 10, 9, 3059–3063.  
Missaoui, N.; Hmissa, S.; Trabelsi, A.; Traoré, C.; Mokni, M.; Dante, R.; Frappart, L. (2011). 
Promoter hypermethylation of CDH13, DAPK1 and TWIST1 genes in precancerous 
and cancerous lesions of the uterine cervix, Pathology - Research and Practice, 207, 
1, 37-42.  
Mittal, R.; Pater, A.; Pater, M.M. (1993). Multiple human papillomavirus type 16 
glucocorticoid response elements functional for transformation, transient 
expression, and DNA-protein interactions. J Virol, 67, 5656-5659. 
Mittal, K.; & Palazzo, J. (1998). Cervical condylomas show higher proliferation than do 
inflamed or metaplastic cervical squamous epithelium. Mod Pathol., 11, 780–783. 
Mittal, K. (1999). Utility of MIB-1 in evaluating cauterized cervical cone biopsy margins. Int J 
Gynecol Pathol.;18, 3, 211-214. 
Molijn, A.; Kleter ,B.; Quint, W.; van Doorn, L.J. (2005). Molecular diagnosis of human 
papillomavirus (HPV) infections, J. Clin. Virol., 32S, S43-S51.  
Moore, G.D.; Lear, S.C.; Wills-Frank, L.A.; Martin, A.W.; Snyder, J.W.; Helm, C.W. (2005). 
Differential expression of cdk inhibitors p16, p21cip1, p27kip1, and cyclin E in 
cervical cytological smears prepared by the ThinPrep method. Diagn Cytopathol., 
32, 2, 82-87. 
Mullink, H.; Jiwa, N.M.; Walboomers, J.M.; Horstman, A.; Vos, W.; Meijer, C.J. (1991). 
Demonstration of changes in cytokeratin expression in condylomata accuminata in 
relation to the presence of human papilloma virus as shown by a combination of 
www.intechopen.com
 
The Indicators of Predicting Disease Outcome in HPV Carcinogenesis 
 
99 
immunohistochemistry and in situ hybridization. Am J Dermatopathol., 13, 6, 530-
537. 
Nair, A.; Venkatraman, M.; Maliekal, T.T.; Nair, B. &, Karunagaran D. (2003). NF-kB is 
constitutively activated in high-grade squamous intraepithelial lesions and 
squamous cell carcinomas of the human uterine cervix. Oncogene, 22, 50–58. 
Nakahara, T.; Peh, W.L.; Doorbar, J.; Lee, D.; Lambert, P.F. (2005). Human papillomavirus 
type 16 E1circumflexE4 contributes to multiple facets of the papillomavirus life 
cycle. J Virol. 79, 20, 13150-13165. 
Narita, M.; Nunez, S.; Heard, E.; Narita, M.; Lin. A.W.; Hearn, S.A.; Spector, D.L.; Hannon, 
G.J.; Lowe, S.W. (2003). Rb-mediated heterochromatin formation and silencing of 
E2F target genes during cellular senescence. Cell, 113, 703–716. 
Nedergaard, B.S.; Ladekarl, M.; Thomsen, H.F.; Nyegaard, J.R.; Nielsen, K. (2007). Low 
density of CD3+, CD4+ and CD8+ cells is associated with increased risk of relapse 
in squamous cell cervical cancer, Br J Cancer, 97, 8, 1135–1138. 
Nedergaard, B.S.; Ladekarl, M.; Nyengaard, J.R.; Nielsen, K. (2008). A comparative study of 
cellular immune response in patients with stage IB cervical squamous cell 
carcinoma. Low number of several immune cell subtypes are strongly associated 
with relapse of disease within 5 years, Gynecol Oncol, 108, 1, 106–111.  
 Nees, M.; Geoghegan, J.M.; Hyman, T.; Frank, S.; Miller, L.; Woodworth, C.D. (2001). 
Papillomavirus type 16 oncogenes downregulate expression of interferon- 
responsive genes and upregulate proliferation-associated and NF-kB-responsive 
genes in cervical keratinocytes. J Virol, 75, 4283–4296. 
Niederberger, E.& Geisslinger, G. (2010) Analysis of NF-kappaB signaling pathways by 
proteomic approaches. Expert Rev Proteomics. 7, 2, 189-203. Nucci, M.R.; 
Castrillon, D.H.; Bai, H.; Quade, B.J.; Ince, T.A.; Genest, D.R.; Lee, K.R.; Mutter, 
G.L.; Crum, C.P. (2003). Biomarkers in diagnostic obstetric and gynecologic 
pathology: a review. Adv Anat Pathol. 10, 2, 55-68. 
Nowak, J.A. (2000).Telomerase, cervical cancer, and human papillomavirus. Clin. Lab. Med., 
20, 369–382. 
Ostor, AG. (1993). Natural history of cervical intraepithelial neoplasia: a critical review, Int J 
Gynecol Pathol, 12, 2, 186–192. 
Ozaki, S.; Zen, Y.; Inoue, M. (2011). Biomarker expression in cervical intraepithelial 
neoplasia: potential progression predictive factors for low-grade lesions, Human 
Pathol, 42, 1007–1012.  
Øvestad, I.T.; Gudlaugsson, E.; Skaland, I.; Malpica, A.; Munk, A.C.; Janssen, E.A.M.; Baak, 
J.P. (2011). The impact of epithelial biomarkers, local immune response and human 
papillomavirus genotype in the regression of cervical intraepithelial neoplasia 
grades 2–3. J Clin Pathol, 64, 303-307.  
Park, T.W.; Richart, R.M.; Sun, X.W.; Wright, T.C.Jr. (1996). Association between human 
papillomavirus type and clonal status of cervical squamous intraepithelial lesions, J 
Natl Cancer Inst, 88, 355–358.  
Peng, X.; Zhang, Y.; Zhang, H.; et al (1999) Interaction of tissue transglutaminase with 
nuclear transport protein importin-alpha3. FEBS Lett, 446, 35–39 
Peitsaro, P.; Ruutu, M.; Syrjanen, S.; Johansson, B., (2004).Divergent expression changes of 
telomerase and E6/E7 mRNA, following integration of human papillomavirus type 
33 in cultured epithelial cells. Scand. J. Infect. Dis., 36, 302–304. 
www.intechopen.com
 
Topics on Cervical Cancer with an Advocacy for Prevention 
 
100 
Piepenhagen, P.A. & Nelson, W.J. (1993). Defining E-cadherin associated protein complexes 
in epithelial cells: plakoglobin, ǃ-catenin and Ǆ-catenin are distinct components. J 
Cell Sci, 104, 751–762. 
Pinto, A.P.; Crum, C.P.; Hirsch, M.S. (2010). Molecular markers of early cervical neoplasia, 
Diagnostic Histopathology, 16, 445-454.  
Pirog, E.C.; Baergen, R.N.; Soslow, R.A.; Tam, D.; DeMattia, A.E.; Chen, Y.T.; Isacson, C. 
(2002). Diagnostic accuracy of cervical low-grade squamous intraepithelial lesions 
is improved with MIB-1 immunostaining. Am J Surg Pathol. 26, 1, 70-75.  
Popiolek, D.; Ventura, K.; Mittal, K. (2004). Distinction of low-grade squamous 
intraepithelial lesions from high-grade squamous intraepithelial lesions based on 
quantitative analysis of proliferative activity. Oncol Rep., 11, 3, 687-691.  
Razani, B.; Altschuler, Y.; Zhu, L.; Pestell, R.; Mostov, K.E.; Lisanti, M.P. (2000). Caveolin-1 
expression is down-regulated in cells transformed by the human papilloma virus in 
a p53-dependent manner. Replacement of caveolin-1 expression suppresses HPV-
mediated cell transformation. Biochemistry, 39, 13916–13924. 
Regauer, S. & Reich, O. (2007) CK17 and p16 expression patterns distinguish (atypical) 
immature squamous metaplasia from high-grade cervical intraepithelial neoplasia 
(CIN III), Histopathology, 50, 629–635. DOI: 10.1111/j.1365-2559.2007.02652.x 
Reesink-Peters, N.; Hougardy, B.M.; van den Heuvel, F.A.; Ten Hoor, K.A.; Hollema, H.; 
Boezen, H.M.; de Vries, E.G.; de Jong, S.; van der Zee, A.G. (2005). Death receptors 
and ligands in cervical carcinogenesis: an immunohistochemical study. Gynecol 
Oncol, 96, 705–713.  
Rihet, S.; Lorenzato, M.; Clavel C. (1996). Oncogenic human papillomaviruses and ploidy in 
cervical lesions. J Clin Pathol, 49, 892- 896. 
Samir, R.; Asplund, A.; Tot, T.; Pekar, G.; Hellberg, D. High-Risk HPV Infection and CIN 
Grade Correlates to the Expression of c-myc, CD4+, FHIT, E-cadherin, Ki-67, and 
p16INK4a. J Low Genit Tract Dis. 2011  
Sarian, L.O.; Derchain, S.F.; Yoshida, A.; et al. (2006). Expression of cyclooxygenase-2 (COX-
2) and Ki67 as related to disease severity and HPV detection in squamous lesions of 
the cervix. Gynecol Oncol., 102, 537–541 
Schiffman, M.; Wentzensen, N.; Wacholder, S.; Kinney, W.; Gage, J.C.; Castle, P.E. (2011) 
Human papilomavirus testing in the prevention of cervical cancer, JNCI, 103, 368-
83. 
Sinal. S.H.& Woods, C.R. (2005). Human papillomavirus infections of the genital and 
respiratory tracts in young children". Seminars in pediatric infectious diseases, 16, 
306–316.  
Singh, M.; Srivastava, S.; Singh, U.; Mathur, N.; Shukla, Y. (2009). Co-expression of p53 and 
Bcl-2 proteins in human papillomavirus-induced premalignant lesions of the 
uterine cervix: correlation with progression to malignancy. Tumour Biol. 30(5-
6):276-285. 
Singh, M.; Mehrotra, S.; Kalra, N.; Singh, U. & Shukla, Y.(2008). Correlation of DNA Ploidy 
with Progression of Cervical Cancer, J Cancer Epidemiol. 2008; Article ID 298495, 7 
pages, doi:10.1155/2008/298495 
Skomedal, H.; Kristensen, G.B.; Lie, A.K.; Holm, R. (1999). Aberrant expression of the cell 
cycle associated proteins TP53, MDM-2, P21, P27, cdK4, cyclin D1, RB, and EGFR in 
cervical carcinomas, Gynecol Oncolo., 73, 223–228. 
www.intechopen.com
 
The Indicators of Predicting Disease Outcome in HPV Carcinogenesis 
 
101 
Snijders, P.J.F.; Steenbergen, R.D.M.; Heideman, D.A.M.; Meijer, C.J.L.M. (2006). HPV-
mediated cervical carcinogenesis:concepts and clinical implications, J Pathol, 208, 
152-164. 
Spitzer, M.; Apgar, B.S. & Brotzman G.L. (2006). Management of histologic abnormalities of 
the cervix, Am Fam Physician, 73, 1, 105–112. 
Spitkovsky, D.; Hehner, S.P.; Hofmann, T.G.; Moller, A.; Schmitz, M.L. (2002). The human 
papillomavirus oncoprotein E7 attenuates NF-kB activation by targeting the NF-kB 
kinase complex. J Biol Chem, 277, 25576–25582. 
Song, S.H.; Lee, J.K.; Seok, O.S. Saw, H.S. (2007). The relationship between cytokines and 
HPV-16, HPV-16 E6, E7, and high-risk HPV viral load in the uterine cervix. 
Gynecol Oncol., 104, 3, 732-738.  
Song, S.H.; Lee, J.K.; Lee, N.W.; Saw, H.S.; Kang, J.S.; Lee, K.W. (2008) Interferon-gamma 
(IFN-gamma): a possible prognostic marker for clearance of high-risk human 
papillomavirus (HPV). Gynecol Oncol., 108, 3, 543-548. 
Southern, S.A.; McDicken, I.W.; Herrington, C.S. (2001). Loss of cytokeratin 14 expression is 
related to human papillomavirus type and lesion grade in squamous intraepithelial 
lesions of the cervix. Hum Pathol., 32, 12, 1351-1355. 
Suprynowicz, F.A.; Disbrow, G.L.; Krawczyk, E.; Simic, V.; Lantzky, K & Schlegel, R. (2008). 
HPV-16 E5 oncoprotein upregulates lipid raft components caveolin-1 and 
ganglioside GM1 at the plasma membrane ofcervical cells, Oncogene, 27, 1071–
1078.  
Tan, G.C.; Sharifah, N.A.; Salwati, S.; Hatta, A.Z.; Shiran, M.S.; Ng, H.O. (2007). 
Immunohistochemical study of p53 expression in premalignant and malignant 
cervical neoplasms. Medicine & Health, 2, 2, 125-132. ISSN 1823-2140 
Tong, H.; Shen, R.; Wang, Z.M.; Kan, Y.J.; Wang, Y.Q.; Li, F.S.; Wang, Z.H.; Yang, J.; Guo, 
X.R.; the Mass Cervical Cancer Screening regimen group (macreg), (2009). DNA 
ploidy cytometry testing for cervical cancer screening in China (DNACIC Trial): a 
prospective randomized, controlled trial, Clin Cancer Res, 15, 20, 6438–6445.  
Tsuda, H.; Hashiguchi, Y.; Nishimura, S., et al. (2003). Relationship between HPV typing 
and abnormality of G1 cell cycle regulators in cervical neoplasm. Gynecol Oncol., 
91, 476–485.  
Vassallo, J.; Derchain, S.F.; Pinto, G.A.; Martinez, E.Z.; Syrjänen, K.J.; Andrade, L.A.; (2000). 
High risk HPV and p53 protein expression in cervical intraepithelial neoplasia Int J 
Gynaecol Obstet. 71, 1, 45-48. 
Vijayalakshmi, N.; Selvaluxmi, G.; Majhi, U., et al. (2007). Alterations found in 
pl6/Rb/cyclin D1 pathway in the dysplastic and malignant cervical epithelium. 
Oncol Res.16, 527–533. 
von Knebel Doeberitz, M. (2002). New markers for cervical dysplasia to visualise the 
genomic chaos created by aberrant oncogenic papillomavirus infections. Eur. J. 
Cancer, 38, 2229-2242.  
Wang, S.Z.; Sun, J.H.; Zhang,W, Jin, SQ, Wang, HP, . Jin, IS, Qu, P. , Liu, Y. , Li, M. 
Telomerase activity in cervical intraepithelial neoplasia. Chin. Med. J., 117, 202–206, 
(2004) 
Weaver, E.J.; Kovatisch, A.J.; Biboo, M. (2000). Cyclin E expression in early cervical 
neoplasia in ThinPrep specimens, Acta Cytologica, 44, 3, 301-304.  
Wentzensen, N. & von Knebel Doeberitz, M. (2007). Biomarkers in cervical cancer screening, 
Disease Markers 23, 315–330 315.  
www.intechopen.com
 
Topics on Cervical Cancer with an Advocacy for Prevention 
 
102 
Widschwendter, A.; Ivarsson, L.; Blassnig, A.; Muller, H.M.; Fiegl, H.; Wiedemair, A.; 
Muller-Holzner, E.; Goebel, G.; Marth, C.; Widschwendter, M.; (2004 a), CDH1 and 
CDH13 methylation in serum is an independent prognostic marker in cervical 
cancer patients. Int J Cancer, 109, 163-166. 
Widschwendter, A.; Muller, H.M.; Fiegl, H.; Ivarsson, L.; Wiedemair, A.; Muller-Holzner, E.; 
Goebel, G.; Marth, C.; Widschwendter, M. (2004b) DNA methylation in serum and 
tumors of cervical cancer patients. Clin Cancer Res, 10, 565-571. 
Williams, T.M. & Lisanti, M.P. (2005). Caveolin-1 in oncogenic transformation, cancer, and 
metastasis , Am J Physiol Cell Physiol, 288, C494–C506,. 
Wong, Y.F.; Chung, T.K.; Cheung, T.H.; Nobori, T.; Yu, A.L.; Yu, J.; Batova, A.; Lai, K.W.; 
Chang, A.M. (1999). Methylation of p16INK4A in primary gynecologic malignancy. 
Cancer Lett, 136, 31-235 
Woodman, C.B.J.; Collins, S.I.; Young, L.S. (2007) The natural history of cervical HPV 
infection, Nature, 7, 11-22.  
Wootipoom, V.; Lekhyananda, N.; Phungrassami, T.; Boonyaphiphat, P.; Thongsuksai, P. 
(2004) Prognostic significance of Bax, Bcl-2, and p53 expressions in cervical 
squamous cell carcinoma treated by radiotherapy. Gynecol Oncol., 94, 3, 636-642. 
Wright, T.C.Jr.; Cox, J.T.; Massad, L.S.; Carlson, J.; Twiggs, L.B.; Wilkinson, E.J. (2003). 2001 
consensus guidelines for the management of women with cervical intraepithelial 
neoplasia, Am J Obstet Gynecol, 189, 1, 295–304. 
Yan, P.; Benhattar, J.; Seelentag, W.; Stehle, J.C.; Bosman, F.T. (2004). Immunohistochemical 
localization of hTERT protein in human tissues. Histochem. Cell Biol., 121, 391–397. 
Yang, H.J.; Liu, V.W.; Wang, Y.; Chan, K.Y.; Tsang, P.C.; Khoo, U.S.; Cheung, A.N.; Ngan, 
H.Y. (2003). Detection of hypermethylated genes in tumor and plasma of cervical 
cancer patients. Gynecol Oncol, 93, 435-440. 
Yıldız, I.Z.; Usubütün, A.; Fırat, P.; Ayhan, A.; Küçükali, T. (2007). Efficiency of 
immunohistochemical p16 expression and HPV typing in cervical squamous 
intraepithelial lesion grading and review of the p16 literature, Pathology-Research 
and practice, 203, 445-449.  
Zehbe, I.; Ratsch, A.; Alumni-Fabbroni, M. (1999). Overriding of cyclin-dependent kinase 
inhibitors by high and low risk human papillomavirus types: evidence for an in 
vivo role in cervical lesions. Oncogene, 18, 2201–2211.  
Zhao, P.; Mao, X.; Talbot, I.C. (2006). Aberrant cytological localization of p16 and CDK4 in 
colorectal epithelia in the normal adenoma carcinoma sequence. World J 
Gastroenterol. 12:6391–6396.  
Zhao, M.; Kim, Y.T.; Yoon, B.S.; Kim, S.W.; Kang, M.H.; Kim, S.H.; Kim, J.H.;. Kim, J.W.; 
Park, Y.W. (2006). Expression profiling of Cyclin B1 and D1 in Cervical Carcinoma, 
Exp Oncol 28, 1, 44–48.  
zur Hausen, H. (1994). Molecular pathogenesis of cancer of the cervix and its causation by 
specific human papillomavirus types. Curr Top Microbiol Immunol.186, 131–156. 
zur Hausen, H. (2002). Papillomaviruses and cancer: from basic studies to clinical 
application. Nat. Rev. Cancer, 2, 342-350.  
www.intechopen.com
Topics on Cervical Cancer With an Advocacy for Prevention
Edited by Dr. R. Rajamanickam
ISBN 978-953-51-0183-3
Hard cover, 284 pages
Publisher InTech
Published online 02, March, 2012
Published in print edition March, 2012
InTech Europe
University Campus STeP Ri 
Slavka Krautzeka 83/A 
51000 Rijeka, Croatia 
Phone: +385 (51) 770 447 
Fax: +385 (51) 686 166
www.intechopen.com
InTech China
Unit 405, Office Block, Hotel Equatorial Shanghai 
No.65, Yan An Road (West), Shanghai, 200040, China 
Phone: +86-21-62489820 
Fax: +86-21-62489821
Cervical Cancer is one of the leading cancers among women, especially in developing countries. Prevention
and control are the most important public health strategies. Empowerment of women, education, "earlier"
screening by affordable technologies like visual inspection, and treatment of precancers by cryotherapy/ LEEP
are the most promising interventions to reduce the burden of cervical cancer.Dr Rajamanickam Rajkumar had
the privilege of establishing a rural population based cancer registry in South India in 1996, as well as planning
and implementing a large scale screening program for cervical cancer in 2000. The program was able to show
a reduction in the incidence rate of cervical cancer by 25%, and reduction in mortality rate by 35%. This was
the greatest inspiration for him to work on cerrvical cancer prevention, and he edited this book to inspire others
to initiate such programs in developing countries. InTech - Open Access Publisher plays a major role in this
crusade against cancer, and the authors have contributed to it very well.
How to reference
In order to correctly reference this scholarly work, feel free to copy and paste the following:
Coralia Bleotu and Gabriela Anton (2012). The Indicators of Predicting Disease Outcome in HPV
Carcinogenesis, Topics on Cervical Cancer With an Advocacy for Prevention, Dr. R. Rajamanickam (Ed.),
ISBN: 978-953-51-0183-3, InTech, Available from: http://www.intechopen.com/books/topics-on-cervical-
cancer-with-an-advocacy-for-prevention/the-indicators-of-predicting-disease-outcome-in-hpv-carcinogenesis
© 2012 The Author(s). Licensee IntechOpen. This is an open access article
distributed under the terms of the Creative Commons Attribution 3.0
License, which permits unrestricted use, distribution, and reproduction in
any medium, provided the original work is properly cited.
